PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator (NF010315.0) (EKHANOBD_01347)
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IMGPR_plasmid_2808606475_000001: 1,677,108-1,691,554 (+)

PDC-S02_WP_011937941.1 (HIJABHKP_01269) HTH-type transcriptional regulator PgrR (HIJABHKP_01274)
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IMGPR_plasmid_2808606494_000001: 1,596,093-1,610,457 (+)
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IMGPR _plasmid_2687453487_000001: 1,595,122-1,609,486 (+)
Michele_1A _hits_grouped (JPFCOAOH_01263) Putative nuclease YhcG (JPFCOAOH_01267)

B-a—— > M - I e S e IO O, N, e S—

— — — ——r—————— —— ]
IMGPR _plasmid_2808606492_000001: 1,596,100-1,610,464 (+)
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IMGPR _plasmid_2808606472 _000001: 1,735,515-1,749,330 (-)
Translation initiation factor IF-1 (MCFEOAFP_01321) HTH-type transcriptional regulator PgrR (MCFEOAFP_01328)
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