
IMGPR_plasmid_2806311045_000001: 1,765,081-1,779,521 (+)

Trans-aconitate 2-methyltransferase (EKHANOBD_01341)
PDC-S55_WP_162277864.1 (EKHANOBD_01342)

1340
Michele_1A_hits_grouped (EKHANOBD_01344)

HTH-type transcriptional regulator PgrR (EKHANOBD_01345)

NADH oxidase (EKHANOBD_01346)

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (EKHANOBD_01347)

PDC-S02_WP_014408698.1 (EKHANOBD_01348)
PDC-S02_WP_221607976.1 (EKHANOBD_01349)

Zorya_III__ZorG3 (EKHANOBD_01350)
ZorA3_00003 MotA/ExbB/TolQ (EKHANOBD_01351)

ZorB3_00001 MotB (EKHANOBD_01352)
Zorya_III__ZorF3 (EKHANOBD_01353)

1351

IMGPR_plasmid_2808606475_000001: 1,677,108-1,691,554 (+)

1329
PDC-S02_WP_014408698.1 (ANNHEEJA_01333)

PDC-S02_WP_221607976.1 (ANNHEEJA_01334)

1332

IMGPR_plasmid_2808606494_000001: 1,596,093-1,610,457 (+)

PDC-S02_WP_011937941.1 (HIJABHKP_01269) HTH-type transcriptional regulator PgrR (HIJABHKP_01274)

IMGPR_plasmid_2687453487_000001: 1,595,122-1,609,486 (+)

Putative nuclease YhcG (OOFAGLMD_01267)

IMGPR_plasmid_2808606492_000001: 1,596,100-1,610,464 (+)

Michele_1A_hits_grouped (JPFCOAOH_01263) Putative nuclease YhcG (JPFCOAOH_01267)

IMGPR_plasmid_2808606472_000001: 1,735,515-1,749,330 (-)

Zorya_III__ZorG3 (LMFFCHOE_01412)1416

IMGPR_plasmid_2808606459_000001: 1,665,463-1,679,677 (+)

retron_type_V_csd_cluster85_1 (MCFEOAFP_01320)
Translation initiation factor IF-1 (MCFEOAFP_01321)

1320 1321 1324
Michele_1A_hits_grouped (MCFEOAFP_01327)

HTH-type transcriptional regulator PgrR (MCFEOAFP_01328)

13271328 NADH oxidase (MCFEOAFP_01331) 1333

5000 nt

defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)


