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IMGPR_plasmid_2616644820_000003: 38,750-52,282 (-)
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IMGPR_plasmid_2617270870_000001: 3,311-22,474 (+)

RCS-specific HTH-type transcriptional activator RclR (NAFAGGCI_00011)

Quinone oxidoreductase 2 (NAFAGGCI_00012)

HTH-type transcriptional regulator PgrR (NAFAGGCI_00013)
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High-affinity branched-chain amino acid transport system permease protein LivH (KFEDCILM_00116)
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128 129
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mads_8 (KFEDCILM_00131)
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Kynurenine formamidase (KFEDCILM_00136)
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1-deoxy-D-xylulose-5-phosphate synthase (KFEDCILM_00139)
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DrmC_00006 DrmC (KFEDCILM_00142)

IS110 family transposase ISPye16 (KFEDCILM_00143)
IS3 family transposase ISOba1 (KFEDCILM_00144)

IS3 family transposase ISOba1 (KFEDCILM_00145)

IMGPR_plasmid_3300030361_000004: 110,735-148,480 (+)
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High-affinity branched-chain amino acid transport system permease protein LivH (GBOPGGDC_00135)
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mads_8 (GBOPGGDC_00138)
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putative GST-like protein YibF (GBOPGGDC_00141)
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4-hydroxybenzoyl-CoA reductase subunit alpha (GBOPGGDC_00145)

High-affinity branched-chain amino acid transport system permease protein LivH (GBOPGGDC_00146)
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ABC-type heme transporter (VF0739) (GBOPGGDC_00149)

mads_8 (GBOPGGDC_00150)
L-talarate/galactarate dehydratase (GBOPGGDC_00151)

L-carnitine dehydrogenase (GBOPGGDC_00152)

Chondramide synthase cmdD (GBOPGGDC_00153)

putative D-xylose utilization operon transcriptional repressor (GBOPGGDC_00154)
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157
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IS3 family transposase ISOba1 (GBOPGGDC_00164)
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