1S630 family transposase I1SGdié (AACFBMCI_00037)
1S5 family transposase ISNisp7 (AACFBMCI_00035)
WYL_LIIIILIV_V_VI_1 (AACFBMCI_60030) ‘
31 323334 | 36 _putative flavin reductase (AACFBMCI_00038)

I
IMGPR _plasmid_2513237160_000010: 25,066-30,956 (+)
1S630 family transposase ISGdié (PKANGLML_00037)
36 putative flavin reductase (PKANGLML_00038)

¢ HHo—a-h{1da

I
IMGPR plasmid_2937036028_000015:25,021-30,857 (+)
3 2 15630 family transposase I1SGdié (ELBDOJIA_00001)

¢ HTHOO—d-bEs

I
IMGPR plasmid_2802428862_000026: 281-5,648 (-)
1S630 family transposase ISGdié (LFMHOMNL_00036)
_putative flavin reductase (LFMHOMNL_00037)

¢ HTHa—EH™Dd

I
IMGPR _plasmid_2937078374_000018: 24,930-29,948 (+)
3 21

¢ HHa—a-bb@

I
IMGPR _plasmid_3300033464_000056: 28-5,195 (-)
3-ketosteroid-9-alpha-monooxygenase, ferredoxin reductase component (PABMALNE_00004)
Carnitine monooxygenase oxygenase subunit (PABMALNE_00003)
1S630 family transposase ISGdi6 (PABMALNE_‘OOOOé)
putative flavin reductase (PABMALN E_00005)
7 | | 21

I
IMGPR_plasmid_2915980308_000034: 109-9,530 (-)

Alpha-keto-acid decarboxylase (OADIJMIG_00051)
Dichlorochromopyrrolate synthase (OADIJMIG_00045)

Carnitine monooxygenase reductase subunit (OADIJMIG_00039) Indole-3-pyruvate decarboxylase (OADIJMIG_00050)
1S630 family transposase ISGdié (OADIJMIE§_00037) Fructose dehydrogenase large subunit (OADIJMIG_00044)
putative flavin reductase (OADIJM 1G_00038) Inosose dehydratase (OADIJMIG_00047)
36 | | 40 41 42 43 | 46 48 49
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I

IMGPR _plasmid_2855855388_000006: 24,964-45,636 (+)
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