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IMGPR_plasmid_3300029844_000146: 10,807-18,351 (+)

e

IMGPR_plasmid_3300029051_000058: 74-7,618 (-)

D

IMGPR_plasmid_3300029692_000071:308-8,297 (-)

| D

IMGPR_plasmid_3300029845_000157: 95-6,808 (-)
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IMGPR_plasmid_3300029745_000085: 10,024-16,806 (+)

capH (DCIlIMJL_00020)
18 19 21 RM_Type_|_MTases_FAM_O (DCIIIMJL_00022)

| U

i XD )

IMGPR_plasmid_3300029119_000114:12,115-22,072 (+)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (PKPDPDCH_00001)

| O

) I, ]

IMGPR_plasmid_3300029211_000093:454-8,934 (-)

14

{0

IMGPR_plasmid_3300029746_000073: 10,026-18,471 (+)

I W, B

IMGPR_plasmid_3300010266_000121:36-7,281 (-)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (JFAFIGEE_00019)

I, —a

Tetracycline resistance protein TetM from transposon TnFO1 (NJPCNGEK_00001)

| UED

I
22 23 24 25
) X——a<0<

IMGPR_plasmid_3300029724_000016: 13,253-21,278 (+)

| D

IMGPR_plasmid_3300029815_000110: 9,991-18,255 (+)

| U

5 4 3 2 1
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IMGPR_plasmid_3300029230_000086: 9-8,273 (-)

| U

IMGPR_plasmid_3300023506_000163: 656-8,242 (-)

18 19 20 21

D

) -a@E-d

IMGPR_plasmid_3300029485_000068: 10,516-18,102 (+)

A

I
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (BKDAHAJC_00002)
Control_protein_00001 control (BKDAHAJC_00004)
MTase_|_00002 Type (BKDAHAJC_00001)
9 8 7 6 5 3 |
- N

IMGPR_plasmid_3300030431_000060: 156-12,108 (-)

7 8

13

D

A A H A )

IMGPR_plasmid_3300029058_000081: 4,666-14,216 (+)

B!

A A H I, )

IMGPR_plasmid_3300000285_000040: 479-10,029 (-)

D

14

A DD H 0

IMGPR_plasmid_3300029044_000111:5,390-13,187 (+)

IMGPR_plasmid_3300029256_000065:476-9,020 (-)

9

Sortase B (HCDPHBPE_00002)

—1 )

D]

A — {0 I, )

IMGPR_plasmid_3300023491_000075: 7,709-17,640 (+)

|

A0 T

IMGPR_plasmid_3300007921_000067:7,219-15,400 (+)

)

A oL I, )

I
IMGPR_plasmid_3300039377_000083: 389-10,001 (-)
20
A O H A D
IMGPR_plasmid_3300029039_000118: 14,317-20,475 (+)
14 18

A O - O )
IMGPR _plasmid_3300029604_000171:9,611-16,785 (+)

2
e U e O )
MGPR _plasmid_3300023290_000232: 353-7,527 (-)

1
e U I,
IMGPR_plasmid_3300029773.000252: 119-5,569 (-)

13
A O I, )
IMGPR _plasmid_3300029078_000040: 5,486-12,696 (+)

Thiol:disulfide interchange protein DsbD (FNMEHHJO_00004)
Arsenical-resistance protein Acr3 (FNMEHHJO_00006)
12 Jallet_2C_hits_grouped (FNMEHHJO_00007) 5 ‘ 3 2 1
O I &K KK K ( =
IMGPR _plasmid_3300029231 000064:516-11,460 (-)
Thiol:disulfide interchange protein DsbD (CLDEBBOA_00021)
Arsenical-resistance protein Acr3 (CLDEBBOA_00519)
Jallet_2C_hits_grouped (CLDEBBOA_00018) 20 ‘ 22 23 24

\ OED A A K K K ( HTD
IMGPR_plasmid_3300029694_000082: 10,154-21,098 (+)
} 4000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




