
IMGPR_plasmid_3300020426_000025: 5,333-14,594 (+)

4 5

tet_MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (KDFHPOLO_00006)

7

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (KDFHPOLO_00008)

Glutathione amide reductase (KDFHPOLO_00009)
10 11 12

DNA-invertase hin (KDFHPOLO_00013)
DS-15__DS-15A (KDFHPOLO_00014)

15 16 6-hydroxy-3-succinoylpyridine 3-monooxygenase HspA (KDFHPOLO_00017)

IMGPR_plasmid_3300020410_000004: 3,303-15,562 (-)

101112
Glutathione amide reductase (EBKDFOFI_00013)

1920

IMGPR_plasmid_3300053491_021574: 4,732-16,991 (+)

Glutathione amide reductase (FEOGGMNC_00010)
COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (FEOGGMNC_00011)

12 13

IMGPR_plasmid_2802429095_000001: 55-9,686 (-)

IS701 family transposase ISSav2 (KPFGOEJA_00005)
MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (KPFGOEJA_00006)

1011

IMGPR_plasmid_2795385830_000001: 5,761-15,392 (+)

MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (CFALMCKI_00011)
IS701 family transposase ISSav2 (CFALMCKI_00012)

IMGPR_plasmid_640427122_000001: 130-15,189 (-)

678910ATP-dependent RecD-like DNA helicase (AJLIAKNB_00015)16

6000 nt

defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)


