1 2 3 4567 8 9
IMGPR plasmid_3300029840_000053: 838-7,273 (+)
78 77 7675 70

IMGPR _plasmid_3300029872_000105:59,701-67,515 (-)
DNA repair protein RadA (INPCMMBF_00002)
1 3 4 5 6 7

IMGPR _plasmid_3300008672 000050: 673-9,088 (+)
78 7776 75

IMGPR_plasmid_3300039336_000027: 48,202-55,347 (-)
1 2 3 4

IMGPR_plasmid_3300029245_000041: 133-7,278 (+)
21 2019 18

IMGPR_plasmid_3300007805_000039: 12,351-21,726 (-)

1S110 family transposase ISCsa4 (EBCIKFGP_00001)
2

IMGPR _plasmid_3300029613 000076:495-5,832 (+)
23 2221

IMGPR_plasmid_3300029764_000067:13,590-22,116 (-)
Vat_ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (FIFLJKEL_00017)

LIPS

[ ]
IMGPR_plasmid_3300029392_000053:8,077-11,765 (-)

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (BMLDBGBH_00005)
DNA mismatch repair protein MutS (BMLDBGBH_00001)
2 3 4 [

IMGPR_plasmid_3300029850_000036: 67-13,202 (+)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (CAFBAPEI_00067)
69 68 | 666564

IMGPR_plasmid_3300029341_000060: 43,805-52,170 (-)

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (BBMILAFJ_00004)
1 2 3 567

IMGPR_plasmid_3300029793_000068: 1,138-11,656 (+)

Lipase 3 (KHFDNNKN_00005)
1 2 3 41678

IMGPR_plasmid_3300030032_000044: 144-9,435 (+)

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (MGFLHJIE_00058)
60 59 | 575655

IMGPR _plasmid_3300029364_000064: 36,695-48,308 (-)
Lipase 3 (GPMDODIC_00054)
56 55 | 535251

IMGPR _plasmid_3300029851_000046: 33,983-40,847 (-)

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (EFGBGOCH_00003)
1 2] 4567

IMGPR_plasmid_3300029844_000073: 100-7,569 (+)
Lipase 3 (ODJBMKEL_00022)
25 24 23 [ 212019

IMGPR_plasmid_3300029612_000048: 10,187-19,907 (-)

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (MJIHHPNE_00021)
23 22 [ 201918

IMGPR_plasmid_3300023543_000042: 10,992-18,065 (-)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (BKIDOKHH_00005)
12 3 4678

IMGPR_plasmid_3300023720_000024: 76-8,749 (+)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (CEJINELG_00020)
22 21 | 191817

IMGPR _plasmid_3300029852_000061:8,508-14,947 (-)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (IJOPABHO_00017)
19 18 | 161514

IMGPR_plasmid_7000000570_000007: 6,616-15,690 (-)

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (DHDGDELB_00003)
12 ] 456

IMGPR _plasmid_3300029495_000061:40-6,210 (+)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (JOPJHIKC_00003)
DNA mismatch repair protein MutS (JOPJHIKC_OOOOT
\ 2 \ 4 5 6 Vat ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (JOPJHIKC_00007)

DD INEDED-D

_—
IMGPR_plasmid_3300008058_000037: 157-15,817 (+)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (HFPEENJG_00058)
DNA mismatch repair protein MutS (HFPEENJG_OW%O) 56 Vat ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (HFPEENJG_00054)
[ 59 | 57[ 55

IMGPR_plasmid_3300029423_000048: 34,863-49,923 (-)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (BDLAMNIJ_00003)
1 2 T4 5 6 Vat_ ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (BDLAMNIJ_00007)

EAHOOPDDIEEEDD

_—
IMGPR_plasmid_3300029032_000024: 104-7,701 (+)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (OFKLEJAJ_00003)
1 2 T 4 5 6 Vat ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (OFKLEJAJ_00007)

COHMEOEDDIEEEDD

\MGPR?D\asmid7330002$0470000401 131-8,367 (+)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (FPBCMIPP_00023)
DNA mismatch repair protein MutS (FPBCW’P_OOOZS)
21 Vat ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (FPBCMIPP_00019)
24 | 22[20 ]

|
IMGPR_plasmid_3300023505_000060: 11,601-24,880 (-)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (PDLPMJDC_00023)
21 Vat ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (PDLPMJDC_00019)

24 | 22[20 ]

-_—
IMGPR_plasmid_7000000193 000014: 12,242-18,433 (-)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (EOKBOMLD_00023)
21 Vat_ ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (EOKBOMLD_00019)

25 24 | 2220

\MGPR_p\asmid_3300008496_0%046: 10,260-19,516 (-)
Vat_ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (FMFPIEPA_00058)
2-succinyl-6-hyd ro><y-2,4-cyc|ohexadi€?e-1-carboxylate synthase (FMFPIEPA_00062)
60
64 63 | 61] 59 55 52

—
IMGPR_plasmid_3300029736_000064: 37,831-49,850 (-)

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (DLNHCKFI_00003)
1 2 T 4 5 6 Vat ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (DLNHCKFI_00007)

DD -

_—
IMGPR_plasmid_3300029730_000043: 233-9,915 (+)
Methionine--tRNA ligase (KNOEDGNN_00001)

Nucleoid occlusion protein (KNOEDGNN_00006) 11
DS-15__DS-15A (KNOEBGNN_OOOOS) 10 DNA mismatch repair protein MutS (KNOEDGNN_00014)
2 3 4 | 7 8 9|12 13 \ 15 16

D-DIEE

\MGPR?p\asm'\deSOO(T‘W587OOOO48: 30-26,566 (+)

Elongation factor P--(R)-beta-lysine ligase (ENEMHLHE_00076)
Nucleoid occlusion protein (ENEMHLHE_00071)
DS-15_DS-15A (ENEﬂW.HE_OOO72) 6866  DNA mismatch repair protein MutS (ENEMHLHE_00063)
75 74 73 | | 70 69 67165 64 \ 62 61

DD

IMGPR_plasmid_3300007501 000046: 39,128-66,270 ()

Nucleoid occlusion protein (PDOLKBJJ_00073)

DS-15_DS-15A (PDOLKBJJ_00074) 7068  DNA mismatch repair protein MutS (PDOLKBJJ_00065)
76 75 [ | 72 71 le9]67 66 \ 64

I I e I D ) DD

\MGPpr\asrd,33000298767000044: 41,072-65,058 (-)
Nucleoid occlusion protein (BFPPGNOC_00078)
UG17 (BFPPGNOC_00076) 7472  DNA mismatch repair protein MutS (BFPPGNOC_00069)
77 75 [73][71 70 \ 68 67

DD

I
IMGPR_plasmid_3300029422_000070:42,029-65,533 (-)
Methionine--tRNA ligase (PBHCJKPG_00088)

Nucleoid occlusion protein (PBHCJKPG_00084) 2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (PBHCJKPG_00074)
DS-15_DS-15A (PBHCJKPG_00085) 81 79  DNA mismatch repair protein MutS (PBHCJKPG_00076) 72
| 87 86 | 83 82 [8o[78 77 [ 75 | 73] 7170

> ODDR-DIESEDD

—_—
IMGPR_plasmid_3300029740_000066: 50,210-77,836 (-)
Methionine--tRNA ligase (MGHEBNGH_00001)

Nucleoid occlusion protein (MGHEBNGH_00005) 2-succinyl-6-hydroxy-2,4-cyclohexadiene- 1-carboxylate synthase (MGHEBNGH_00015)
DS-lS_DS—lSA (MGHEBNGH_OOOO4) 10 DNA mismatch repair protein MutS (MGHEBNGH_00013) 17
| 2 3 | 6 7 89711 12 [ 14 | 16] 1819

D EODROIED

Vat_ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (CFOCLODB_00019)

L __J
IMGPR_plasmid_3300029686_000071:71-27,687 (+)

Nucleoid occlusion protein (CFOCLODB_00005) 2-succinyI-6—hydroxy-2,4-cycIohexadiene-l-carboxylathynthase (CFOCLODB_00015)
DS-15_DS-15A (CFOCLODB_00004) 10  DNA mismatch repair protein MutS (CFOCLODB_00013) 17
il 2 |4 | 6 7 8911 12 \ 14 | 16] 18

PO O OB

— _—
IMGPR_plasmid_3300029033_000053: 292-27,896 (+)
Transposase from transposon Tn916 (PGIHJIFP_00076)
Methionine--tRNA ligase (PGIHJIFP_00075) Vat_ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (PGIHJIFP_00057)
“Nucleoid occlusion protein (PGIHJIFP_00071) 2-succinyl-6-hyd roxy-2,4-cycIohexadiene-l-carboxyﬁ?e synthase (PGIHJIFP_00061)
Ds-15_Ds-15A (PGIHJIFP_00072) 6866  DNAmismatch repair protein MutS (PGIHJIFP_00063) 59
| 74 73 7 | 70 69 [67]65 64 [ 62 | 60] 58
— _—
IMGPR _plasmid_3300008272_000089: 37,832-66,127 (-)
Transposase from transposon Tn916 (LCLGHCPP_00081)
Methionine--tRNA ligase (LCLGHCPP_00080)
Nucleoid occlusion protein (LCLGHCPP_00074) Vat_ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (LCLGHCPP_00061)
DS-15_DS-15A (LCLE‘-EPP_OOOB) 2-succinyI-6-hydroxy-2,4-cyc|ohexadiene-1-carboxyl§gsynthase (LCLGHCPP_00065)
76 7169 DNA mismatch repair protein MutS (LCLGHCPP_00067) 63
79 78 77 73 72 [70] 68 \ 66 | 64] 62
— L
IMGPR_plasmid_3300029747_000083: 40,004-69,803 (-)
Transcription elongation factor GreA (EKOKDIGG_00091)
Nucleoid occlusion protein (EKOKDIGG_00086)
Aspartate--tRNA(Asp) ligase (EKOKDIGG_00090) 2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (EKOKDIGG_00076)
DS-15__DS-15A (EKOKDIGG_OOO87) 8381 DNA mismatch repair protein MutS (EKOKDIGG_00078) 74
89 88 | | 85 84 [82[80 79 [ 77 | 75] 7372

D ORI

—
IMGPR_plasmid_3300029050_000051: 52,748-82,337 (-)

Elongation factor P--(R)-beta-lysine ligase (PNNDEJBL_00072)
Nucleoid occlusion protein (PNNDEJBL_00067)
DS-15_DS-15A (PNWD'EJBL_OOO(SS) 2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (PNNDEJBL_00057)
69 64 62 DNA mismatch repair protein MutS (PNNDEJBL_00059)
71 70 66 65 le3[61 60 \ 58 | 565554

X ODDOIEED

—
IMGPR _plasmid_3300029778_000075: 36,409-64,707 (-)
Transcription elongation factor GreA (PGCEKHOE_00001)
Aspartate--tRNA(Asp/Asn) ligase (PGCEKHOE_00002)

Nucleoid occlusion protein (PGCEKHOE_00007) Lipase 3 (PGCEKHOE_00016)
DS-15__DS-15A (PGCERHOE_OOOOé) 10 12 DNA mismatch repair protein MutS (PGCEKHOE_00014)
3 4 5 | 8 9 Juaf 13 [ 15 | 171819

DN HODDDINEDED-D

Vat_ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (IGCBBBGM_00058)

—
IMGPR_plasmid_3300039357_000082: 168-29,006 (+)

Nucleoid occlusion protein (IGCBBBGM_00073) 2-succinyl-6-hydroxy-2,4-cyclohexadiene- 1-carboxylate synthase (IGCBBBGM_00062)
DS-15_DS-15A (IGCEB'EGM_OOO74) 70 68 DNA mismatch repair protein MutS (IGCBBBGM_00064) 60
77 76 75 | | 72 71 le9] 6766 65 \ 63 | 61] 59
—_— -_—
IMGPR_plasmid_3300039324_000037: 36,801-66,188 (-)
Methionine--tRNA ligase (EHHLDFON_00019)
Nucleoid occlusion protein (EHHLDFON_00024) Lipase 3 (EHHLDFON_00033)
1315 DS-15_DS-15A (EHHLDFON_00023) 27 29 DNA mismatch repair protein MutS (EHHLDFON_00031)
11 12]1416 18 20 2122 [ | 25 26 28] 30 \ 32 | 343536

DODD-DINEEDD

IMGPR_plasmid_3300029878_000099: 6,07*36,740 (+)
Ribosomal large subunit pseudouridine synthase D (PJLNJENM_00084)
Transcription elongation factor GreA (PJLNJENM_00078)
Elongation factor P--(RT—T)eta-Iysine ligase (PJLNJENM_00077)
Amylopullulanase (PJLNJENM_00083)

GTPase HfIX (PJLNJENM_00081) Nucleoid occlusion protein (PJLNJENM_00071) Lipase 3 (PJLNJENM_00062)
tRNA-Gly(ccc) DS-15_DS-15A (PJLN]ENM_OOO72) 68 66 DNA mismatch repair protein MutS (PJLNJENM_00064)
81 79 | | 76 75 7473 | 70 69 l67] 65 \ 63 | 616059

¢ - - DD DD DD

1
IMGPR_plasmid_3300023498_000061: 37,832-75,282 (-)
Aspartate--tRNA(Asp/Asn) ligase (HCOIEIBO_00081)

Putative defective protein IntQ (HCOIEIBO_00093) "Nucleoid occlusion protein (HCOIEIBO_00077) 2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (HCOIEIBO_00067)
Lysine--tRNA ligase (HCOIEIBO_00094) DS»lS?DS-lSA (HCOIEIBO_00078) 7472 DNA mismatch repair protein MutS (HCOIEIBO_00069) 64
| 92 91 90 8988 87868584 83 82 | 80 79 | 76 75 7371 70 \ 68 | 6665[63

HODD-DIEEED D

—
IMGPR_plasmid_3300029412_000069:42,191-80,383 (-)

Transcription elongation factor GreA (CEAMPKLI_00079)
Elongation factor P—-(R)Tbeta-lysine ligase (CEAMPKLI_00078)
Bifunctional ligase/repressor BirA (CEAMPKLI_00084)
tRNA-dihydrouridine synthase B (CEAMPKLI_OOOSD
Ornithine carbamoyltransferése (CEAMPKLI_OOdSS) J)
Type Il pantothenate kinase (CEAMPKLI_00082)

PqgA peptide cyclase ((FEAM:PKLLOOOBS) Nucleoid occlusion protein (CEAMPKLI_00073)
putative protein (CEAMPKLI_OOO86) DS-15__DS-15A (CEAMPKLI_00074) 7068 DNA mismatch repair protein MutS (CEAMPKLI_00065)
| 87 | | 83 | 80 77 76 75 | 72 71 le9]67 66 \ 64 63

D-DIEEDD

IMGPR_plasmid_3300029606_000070:42,091-79,168 (-)
Transcription elongation factor GreA (KIDEHHGE_00073)
Elongation factor P--(ﬁ;beta-lysine ligase (KIDEHHGE_00072)
Bifunctional ligase/repressor BirA (KIDEHHGE_O6076)

tRNA-dihydrouridine synthase B‘(KIDEHHGE_OOO74) Vat_ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (KIDEHHGE_00055)
Ornithine carbamoyltransferase (KIDEﬁHGE,OOO77) Nucleoid occlusion protein (KIDEHHGE_00068) 2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (KIDEHHGE_00059)
putative protein (KIDEHHGE_00079) DS-15__DS-15A (KIDEHHGE_00069) 65 63 DNA mismatch repair protein MutS (KIDEHHGE_00061) 57
81 80 78 | | 75 71 70 | 67 66 le4a] 62 \ 60 | 58] 56
— —_—

IMGPR_plasmid_3300029771.000083: 36,347-73,409 (-)

DNA mismatch repair protein MutS (KLLCOBLO_00007)
1 2345 6 \ 8 9

- DIDESED

IMGPR_plasmid_3300029752_000046: 100-18,494 (+)
DNA mismatch repair protein MutS (PMIOLMMA_00007)
1 2345 6 \ 8 9

IMGPR_plasmid_3300008571_000030: 186-17,261 (+)

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (FOFPFIGN_00068)
7472 DNA mismatch repair protein MutS (FOFPFIGN_00070)
75[73] 71 \ 69 | 676665

HODD-DOEDEDDI

IMGPR _plasmid_3300029492_000046:44,614-61,688 (-)

[ 10000 nt i
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