Transposase from transposon Tn916 (CFOCLODB_00075)
Methionine—-tRNA ligase (CFOCLODB_00076)
72
73
7071 74

IMGPR_plasmid 3300029033 000053:61,264-65,425 (+)
Methionine--tRNA ligase (PJPFKGLK_00052)
| 53

77

IMGPR_plasmid_3300006312_000018: 34,360-38,540 (+)

Methionine--tRNA ligase (PGCEKHOE_00076)
177

IMGPR_plasmid_3300039357_000082: 63,128-67,307 (+)

Methionine--tRNA ligase (GJDODFKC_00056)
57 58

IMGPR_plasmid_3300008722_000049: 38,502-43,172 (+)
1S110 family transposase ISEnfa110 (IBGHLDOF_00063)
62 64 15200/1S605 family transposase ISEnfa200 (IBGHLDOF_00065)

IMGPR_plasmid_2806310962_000003: 50,089-57,005 (+)
Methionine--tRNA ligase (BDLAMNIJ_00061)
DS-15_DS-15A (BDLAMNIJ_00062)
| 63 6465

—
IMGPR _plasmid_3300029032_000024:40,391-47,782 (+)
putative licABCH operon regulator (HCOIEIBO_00001)

IMGPR_plasmid_3300029412_000069: 132-4,789 (-)
1

IMGPR_plasmid_3300029876_000044: 335-3,303 (-)
68 69

IMGPR _plasmid_3300030032_000044: 46,094-49,696 (+)
54 55

IMGPR _plasmid_3300029427_000057: 37,595-40,887 (+)
2 1

IMGPR _plasmid_3300039324_000037: 174-3494 (-)
4 3 2 1

IMGPR_plasmid_3300029747_000083: 68-5,324 (-)
61 62 63 64 DS-15_DS-15A (NIMMKNNH_00065)

EHED-D-DE—{

I
IMGPR_plasmid_2806310860_000004: 42,019-49,375 (+)

HTH-type transcriptional regulator MalT (NLBEBMHP_00065)
64 66 67 68 69 70

IMGPR _plasmid_3300039323_000033:43,095-62,852 (+)
Transposase from transposon Tn916 (MGFLHJIE_00003)
2 1

IMGPR _plasmid_3300029364_000064: 161-4,007 (-)
Nucleoid occlusion protein (OFKLEJAJ_00068)
DS-15_DS-15A (OFKLEJAJ_00067)
66 | 69

\MGPR,p\asm'\d,SSOOOQ‘?T{OOOWlO: 45,944-52279 (+)
Nucleoid occlusion protein (NAAMPKLP_00005)
Methionine—tRNA ligase (NAAMPKLP_00006)
LexA Fepressor (NAAMPKLP_00003)
| 4 T 21

IMGPR plasmid_3300014824_000128:144-6,233 (-)
Nucleoid occlusion protein (INEFNJHG_00072)
DS-15_ DS-15A (INEFNJHG_00071)
70 Methionine--tRNA ligase (INEFNJHG_00076)
697 | 737475 | 77

\MGPR,p\asmid,330002m7000027: 56,180-64,179 (+)
Putative cytokinin riboside 5'-monophosphate phosphoribohydrolase (JPBFFGEM_00005)
putative HTH-type transcriptional regulator (JPBFFGEM_00002)
8 76 | 43 |1

IMGPR_plasmid_3300029246_000047:869-7,842 (-)
Methionine--tRNA ligase (ECMCKOFA_00055)
HItABC (VF0268) (ECMCKOFA_00061)
57 59
SQTSS—LéO 62 vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (ECMCKOFA_00063)

— —
IMGPR _plasmid_3300014543_000046: 35,937-44,426 (+)
Methionine--tRNA ligase (PBHCJKPG_00011)
Nucleoid occlusion protein (PBHCJKPG_00009)
DS-15_DS-15A (PBHCIJKPG_00010)
| 8 7 65 4 32 1

DD

IMGPR_plasmid_3300029740_000066: 665-14,488 (-)
Methionine--tRNA ligase (LGIMNHDM_00003)
Nucleoid occlusion protein (LGIMNHDM_00073)
DS-15_DS-15A (LGIMNHDM_00074) 70 Lipase 3 (LGIMNHDM_00064)
2 1 75 | 72 71 6968 67  DNAmismatch repair protein MutS (LGIMNHDM_00066) 65 | 6362 616059 58

—
IMGPR_plasmid_3300053491 058339: 1-5,616 (-); 39,738-64,031 (-)
Bis(5'-nucleosyl)-tetraphosphatase, symmetrical (EKOKDIGG_00005)
Methionine--tRNA ligase (EKOKDIGG_00013) PDC-S01_WP_076465573.1 (EKOKDIGG_00008)

LexA repressor (EKOKDIGG_00010; Deoxyribose-phosphate aldolase (EKOKDIGG_00002)
DS-15_ DS-15A (EKOKDIGG_00012) Methionine--tRNA ligase (EKOKDIGG_00004)
11 9 76 \ T 3 \ Purine nucleoside phosphorylase DeoD-type (EKOKDIGG_00001)
s I

IMGPR _plasmid_3300029050_000051: 745-17,026 (-)
Methionine--tRNA ligase (FPELPENF_00058)
Nucleoid occlusion protein (FPELPENF_00063)
DS-15_DS-15A (FPELPENF_00062)
49 50 55 57 59 60 61 \ 64

IMGPR_plasmid_3300029376_000195: 50,387-60,735 (+)
Methionine--tRNA ligase (LCEPIMLG_00006)
DS-15_DS-15A (LCEPIMLG_00002)
7 5 4 3 [ Nucleoid occlusion protein (LCEPIMLG_00001)

—
IMGPR _plasmid_3300029384_000137: 141-9,449 (-)

Methionine--tRNA ligase (GNKFJEFC_00036)
35 [ 37 38 39

IMGPR _plasmid_3300029378 000203: 19,013-26,648 (+)
Transposase from transposon Tn916 (FPHHFDAF_00044)
Transposase from transT:)Eon Tn916 (FPHHFDAF_00045)
42 Methionine--tRNA ligase (FPHHFDAF_00047)
36 a3 461

IMGPR_plasmid_3300029494_000298: 30,864-36,286 (+)

AAC_6p_le_fam-NCBIFAM AAC(6')-le family aminoglycoside N-acetyltransferase (NF033693.0) (INBEBIEO_00002)
1

HOBHIDED—D——D

|
IMGPR_plasmid_3300029566_000117:177-6,465 (-)
1516

IMGPR_plasmid_3300029878_000099:6,071-9,566 (+)
8 13

IMGPR _plasmid_3300029844_000216:4,119-8,118 (+)
43

IMGPR plasmid_3300029712_000262:32,128-34,859 (+)
38

IMGPR_plasmid_3300000281_000059: 25,120-29,120 (+)
AAC_6p_A10-NCBIFAM AAC(6')-1 family aminoglycoside 6'-N-acetyltransferase (NFO33151.0) (ANAPDOBA_00076)
Peptidyl-lysine N-acetyltransferase YjaB (ANAPDOBA_00072)
Monoacylglycerol lipase (ANAPDOBA_00075)
69 AbiLi-1 AbiLi (ANAPDOBA_00074)
65 66 67 68] 70 71 | 73 | | 77

IMGPR_plasmid_3300000276_000069: 53,667-64,502 (+)
resist_ArsN1b-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family B (NFO40504.1) (PBLMNKJA_00006)
Asparagine synthetase B [glutamine-hydrolyzing] (PBLMNKJA_00007)
Adenylosuccinate synthetase (PBLMNKJA_00012)
Adenylosucginate lyase (PBLMNKJA_00011)

Methionine--tRNA ligase (PBLMNKJA_00015) Glutamine synthetase (PBLMNKJA_QOOOB) Trk system potassium uptake protein TrkA (PBLMNKJA_00003)
PIcA (VFO(Xﬁ) (PBLMNKJA_00014) CTP synthase (PBLMNKJA_00010) Vitamin B12 import ATP-binding protein BtuD (PBLMNKJA_00004)
13 9 | | s | 2 1

O D H (K |
IMGPR_plasmid_3300029872_000105: 100-24,405 (-)

Single-stranded DNA-binding protein (PGAJMMAG_00005)
Nucleoid occlusion protein (PGAJMMAG_00010)
DS-15_DS-15A (PGAJMMAG_00011)
9
12 187 6 |4 3 2 1

—
IMGPR_plasmid_3300035655_000041: 92-9,446 (-)
Transcriptional regulatory protein NatR (KJJKHOJA_00082)
Transposase from transposon Tn916 (KJJKHOJA_00072)
Transposase from transposon Tn916 (KJJKHOJA_00073)

DarTG_DarG (KJJKHOJA_0007 1) VirR/VirS two component system (VF0729) (KJJKHOJA_00083)
70 Accessory gene regulator protein B (KJJKHOJA_00085)
64 65 66 67 68 69| 74 7576 77 78 79 80 81 84|
I

_—
IMGPR _plasmid_3300029766_000061: 50,406-67,632 (+)
765 4 321

IMGPR _plasmid_3300029422_000070: 321-6,093 (-)
Putative septation protein SpoVG (POBLFPHH_00062)
55 59
525354 56 57 58] 60 61 63 64

IMGPR _plasmid_3300029760_000056: 34,168-45,012 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (IKIBDLKK_00079)
anti-CRISPR-Cas evasion by DNA repgir (API1S131) (IKIBDLKK_00078)
Transposase from transposon Tn916 (IKIBDLKK_00066)
Methionine--tRNA ligase (IKIBDLKK_00067)
MTase_|1_00058 Type (IKIBDLKK_00075)
71

69 72
65 6870|7374 76 77 80 81
I
IMGPR_plasmid_3300029840_000053:42,563-55,252 (+)

[ 10000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)

57

56



