putative FAD-linked oxidoreductase (MJGFCCHL_00021)
Jallet_1A_hits_grouped (MJGFCEHL,OOOZO)
13 1415 16 17 18 19 | 22 23

(@@ K T
IMGPR _plasmid_2937580670_000014: 13,233-22,776 (+)

Threonine efflux protein (OJGKNGLG_00019)
17 18 20

IMGPR_plasmid_3300048925_.000176:10,140-15,762 (+)

HTH-type transcriptional regulator NimR (DCFCILJC_00016)
p-hydroxybenzoic aci(‘i efflux pump subunit AaeB (DCFCILJC_00017)
18

IMGPR_plasmid_3300045592_000035: 10,427-16,511 (+)
HTH-type transcriptional regulator NimR (KCHLKDGO_00016)

IMGPR_plasmid_3300044543_000009: 10,336-14,007 (+)
p-hydroxybenzoic acid efflux pump subunit AaeA (DPAAICJL_00019)
Multiple antibiotic resistance protein MarA (DPAAICJL_00020)
HTH-type transcriptional regulator NimR (DPAAIC)J L_00016)
p-hydroxybenzoic acid efflux pump subunit AaeB (DPAAICJL_00017)
18 21 22

IMGPR_plasmid_3300012893_000002: 10,520-19,430 (+)
Hemolysin expression-modulating protein Hha (JDGGJMJD_00025)
Type IV secretion system protein PtIA

\ 28 30

IMGPR_plasmid_3300029461_000024: 22,855-26,776 (+)
1

IMGPR_plasmid_2609460198_000003: 196-3,880 (-)

Type IV secretion system protein PtIA (DOHPDIIL_00018)
24

IMGPR _plasmid_2671180797_000009: 19,430-22,832 (+)
Thioesterase PikA5 (KCGECCHD_00002)
Bacillibactin (VF0586) (KCGECCHD_00003)
Pesticin receptor (KCGECCH D_OO? 04)
5 1

E—HEEE

IMGPR_plasmid_2657245027_000005: 17-10,637 (-)

Thioesterase PikA5 (EBGHIFCN_00027)
Bacillibactin (VF0586) (EBGHIFCN_00026)
Pesticin receptor (EBGHIFCN_00025)
\ 28 Yersiniabactin (VF0136) (EBGHIFCN_00029) Yersiniabactin (VF0923) (EBGHIFCN_00030) 31

K:K]—Q—(}CKKK:K_K:K_K—K—HJ

IMGPR _plasmid_2671180646_000011: 16,680-43,384 (+ )
Beta-ketoadipyl-CoA thiolase (FDJFJHJK_00026)
24 25 1566 family transposase ISKpn24 (FDJFJHJK_00027)

IMGPR _plasmid_2531839270_000007: 16,819-23,025 (+)
Flavin-dependent monooxygenase, oxygenase subunit HsaA (NMJMGPCF_00021)

Michele_1A_hits_grouped (NMJMGPCF_00020)
18 19 \ 22 23 cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (NMJMGPCF_00024)

K HEHOC @K E
IMGPR _plasmid_2740892278 000013: 12,379-21,825 (+)
MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NFO00025.1) (HDOIBPOP_00004)

N-acetylmuramoyl-L-alanine amidase AmiA (ﬁ‘ DOIBPOP_00005)
ABC transporter (VF0741) (HDOIBPOP_00002)

OmpD (VF0969) (HDOIBPOP_00006) ‘ ABC-type heme transporter (VF0739) (HDOIBPOP_00001)
7 \ putative protein (HDOIBPOP_00003)

dO—(CHEE-CHHEEOTOHEED

I N
IMGPR_plasmid_2681813256_000005: 316-11,018 (-)
Right origin-binding protein (EDOBGBLL_00002)

7 3 1
IMGPR_plasmid_3300031418_000207:223-6,577 (-)
k 10000 nt 1

defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)




