DNA polymerase IV (FOGDGHHJ_00026)
Protein ImuB (FOGDGHHJ_00021) DNA polymerase IV (FOGDEHHJ,OOOZS)
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IMGPR_plasmid_2937002841_000005: 11,474-23,312 (+)

OqxA_adapt_sub-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit OgxA (NFO00272.1) (FBHEHABH_00069)

DNA polymerase IV (FBHEHABH_00064)
Protein ImuB (FBHEHABH_00059) DNA polymerase IV (FBHEHABH_00063)
Protein ImuB (FBHEHABH_00060) 62 lutamine--fructose-6-phosphate aminotransferase [isomerizing] (FBHEHABH_00068)
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IMGPR_plasmid_2850646820_000002: 54,517-68,677 (+)

DNA polymerase IV (MNAHDBEH_01031)
Error-prone DNA polymerase (MNAHDBEH_01027) Protein ImuB (MNAHDBEH_01028) 1033
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IMGPR_plasmid_651053067_000001: 968,245-982,560 (+)

Error-prone DNA polymerase (DEOFPHHB_00553)
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IMGPR_plasmid_2918445941_000002: 542,889-557,203 (+)

DNA polymerase IV (OHHNPFAP_00490)
491 DNA polymerase IV (OHHNPFAP_00489)
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IMGPR_plasmid_2855839649_000003:478,810-491,760 (-)

DNA polymerase IV (LDDMCADG_00468)
DNA polymerase IV (LDDMCADG._ 00467)
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IMGPR_plasmid_2844483825_000001: 428,808-441,780 (-)

786 DNA polymerase IV (BFOLECCC_00785)
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IMGPR_plasmid_2561511187_000002: 769,667-782,685 (-)

970 DNA polymerase IV (NHLAOFLH_00971)
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IMGPR_plasmid_2847410152_000002: 919,248-932,267 (+)

DNA polymerase IV (PENLDCHF_00023)
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DNA polymerase |V (DEJPDIHC_00004)
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DNA polymerase IV (PFEFAMJC_00023)
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IMGPR_plasmid_2937106411_000009: 12,799-23,175 (+)

IMGPR_plasmid_293711983%9_000001: 15,837-25,258 (+)

IMGPR_plasmid_2937113482_000005: 777-10,245 (-)
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IMGPR _plasmid_291599375% 000003: 14,855-23,292 (+)
5000 nt {
anti-defence (dbAPIS) AMR (AMRFinderPlus)




