4-methylaminobutanoate oxidase (formaldehyde-forming) (LDDMCADG_00924)
Glutathione transport system permease protein GsiD (LDDMCADG_00921)
L-threonine dehydrafase biosynthetic IlvA (LDDMCADG_00927)
L-threonine dehydratase catabolic TdcB (LDDMCADG_00928)

Leucine-responsive regulatory profein (LDDM‘C‘A'BG_OO‘?ZS) Peptide methionine sulfoxide reductase MsrA 3 (LDDMCADG_00938)
‘ Cobalt-zinc-cadmium resistance protein CzcA (LDDMCADG_00931)

Glutathione import ATP-binding protein GsiA (LD‘DMCADG,OO922) Peptide methionine sulfoxide reductase MsrB (LDDMCADG_00937)

Glutathione transport syétem perrﬁease protefn GsiC Ferredoxin--NADP reductase (LDDMCADG_00934)

Swarming motility protein SwrC (LDDMCADG_00930)
925 Multidrug resistance protein MdtA (LDDMCADG_00932)
924 928 | | 932 | 934 935

‘ 938 939 940

IMGPR _plasmid_2844483825_000001:874,777-893,101 (+) >{
RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (BDFGJJAP_00961)
L-threonine dehydratase catabolic TdcB (BDFGJJAP_00954)
ABC-type heme transporter (VF0739) (BDFGJJAP_00958)
Fe(3+)-citrate-binding protein YfmC (BDFGJJAP_OO9§S)

ABC transporter (VF0741) (BDFGJJAP_OO956) Ferredoxin--NADP reductase (BDFGJJAP_00964)
ABC transporter (VF0741) (BDFGJJAP,OO957) Multidrug resistance protein MdtA (BDFG]JAP,OO962)
Alanine dehydrogenase (BDFGJJAP_00953) | | | 958 959 \ 962 | 964

EETO-CHEED{OE O DO O@-@c (TS {DE-{ )

| 1
IMGPR plasmid_2847382545_000001: 912,028-935,717 (+)
RND_perm_OqgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (JMFACILK_01075)

Delta(1)-pyrroline-2-carboxylate reductase (JMFACILK_01084) 1078 Multidrug resistance protein MdtA (JMFACILK_01074)
L-threonine dehydratase catabolic TdcB (JMFACILK_01083) 1§77 Ferredoxin--NADP reductase (JMFACILK_01072) subtilase (JMFACILK_01064)
1080 1079 Igé 1075 1074 \ 1071 1069 1063 1061

- EHETEOED——

IMGPR _plasmid_2847375993_000001: 1,000,658-1,025,130 (-)
RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (NKLKJFIA_01102)
L-threonine dehydratase catabolic TdcB (NKLKJFIA_01094) 1097
Delta(1)-pyrroline-2-carboxylate reductase (NKLKJFIA_61093) 109% Multidrug resistance protein MdtA (NKLKJFIA_01103)
| 1094 1095 098 1099 1100 | 1103 Ferredoxin--NADP reductase (NKLKJFIA_01105)

- EHETPEOETD——

IMGPR_plasmid_2562617130_.000001: 1,055,923-1,080,395 (+)

Cytochrome c oxidase subunit 1, bacteroid (FBHEHABH_00999)
Copper exporter (VF0849) (FBHEHABH_01005)

1001
L-threonine dehydratase catabolic TdcB (FBHEHABH_01006) 1002 997
Delta(1)-pyrroline-2-carboxylate reductase (FBHEHABH_01007) 1003 [1000 999 "[996Hsp60 (VFO159) (FBHEHABH_00996)

(I H DA

IMGPR_plasmid_2850646820_000002: 943,049-959,908 (-)

Cytochrome c oxidase subunit 1, bacteroid (OHHNPFAP_00947)
Copper exporter (VF0849) (OHHNPFAP_00940)
L-threonine dehydratase catabolic TdcB (OHHN PEAP_00939) 943

1S256 family transposase ISAli6 (OHHNPFAP_00938) 942
drt-UG17 DRT (OHHNPFAP_00936) 944
Alanine dehydrogenase (OHHNPFAP_00935) 937 | 941 || 945 946 948949
I I

IMGPR _plasmid 2855839649 000003: 926,221-946,384 (+)
Cytochrome c oxidase subunit 1, bacteroid (AFIIEBDN_00453)
Copper exporter (VF0849) (AFIIEBDN_00460)
457
Delta(1)-pyrroline-2-carboxylate reductase (AFIIEBDN_00462) 458

L-threonine dehydratase catabolic TdcB (AFIIEBDN_00461) 456
Alanine dehydrogenase (AFIIEBDN_00463) | | 459 || 455 454 452451

0

IMGPR_plasmid_2847403270_000001: 408,765-425,612 (-)

Cytochrome c oxidase subunit 1, bacteroid (KJOFEOIB_00560)
Copper exporter (VF0849) (KJOFEOIB_00567)
564
Delta(1)-pyrroline-2-carboxylate reductase (KJOFEOIB_00569) 565
L-threonine dehydratase catabolic TdcB (KJOFEOIB_00568) 563
Alanine dehydrogenase (KJOFEOIB_00570) | \ 566 ||562 561 559

5

IMGPR _plasmid 2597490149 000001: 528,590-545,455 (-)
} 9000 nt {
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




