
IMGPR_plasmid_2561511187_000002: 1,304,386-1,316,597 (+)

Na(+)/H(+) antiporter NhaA (BFOLECCC_01320)
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HTH-type transcriptional regulator YhaJ (BFOLECCC_01332)
NAD(P)H dehydrogenase (quinone) (BFOLECCC_01333)

cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (BFOLECCC_01334)

IMGPR_plasmid_2847388547_000002: 870,610-882,821 (-)
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IMGPR_plasmid_2850646820_000002: 893,604-916,436 (-)

rif_monoox-NCBIFAM rifampin monooxygenase (NF033145.1) (FBHEHABH_00941)
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tet_MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (FBHEHABH_00955)

Flavin-dependent monooxygenase (FBHEHABH_00956)
956957961

IMGPR_plasmid_2597490149_000001: 484,388-497,637 (-)
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putative amino-acid metabolite efflux pump (KJOFEOIB_00509)

Glycine cleavage system transcriptional activator (KJOFEOIB_00510)
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IMGPR_plasmid_2847382545_000001: 946,266-959,463 (+)
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IMGPR_plasmid_2847375993_000001: 976,183-990,366 (-)
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HTH-type transcriptional regulator YhaJ (JMFACILK_01043)
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IMGPR_plasmid_2562617130_000001: 1,090,687-1,104,870 (+)
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HTH-type transcriptional regulator YhaJ (NKLKJFIA_01133)

IMGPR_plasmid_637000269_000001: 1,092,348-1,106,531 (+)
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HTH-type transcriptional regulator YhaJ (MGDIHIBN_01146)
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