HTH-type transcriptional regulator YhaJ (BFOLECCC_01332)
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tet MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (FBHEHABH_00955)
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Glycine cleavage system transcriptional activator (KJOFEOIB_00510)
putative amino-acid metabolite efflux pump (KJOFEOIB_00509)
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HTH-type transcriptional regulator YhaJ (JMFACILK_01043)
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HTH-type transcriptional regulator YhaJ (MGDIHIBN_01146)
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