Isoquinoline 1-oxidoreductase subunit beta (BFOLECCC_00860)

tRNA(fMet)-specific endonuclease VapC (BFOLECCC_00848)
Peptidyl-lysine N-acetyltransferase Pat (BFOLECCC_00862)

HTH-type transcriptional regulator PgrR (BFOLECTC_OO857) putative ABC transporter permease protein NosY (BFOLECCC_00868)
PD-Lambda-2_A_WP_029458229.1 (BFOLECCC_00846) Iron-sulfur cluster repair protein YtfE (BFOLECCC_00874)
Pymioxine 4-dehydrogenase (BFOLECCC_OOSSl) ABC-type heme transporter (VF0739) (BFOLECCC_00867) Tranmtlonal activator protein Anr (BFOLECCC 00878)
Michele_1A_hits_grouped (BF‘OLECCC,OOSSé) putative ABC transporter binding protein NosD (BFOLECCC700866) Copper transport protein YcnJ (BFOLECCC _00875)
853855 858 Nitrous-oxide reductase (BFOLECCC_00865) Flavohemoprotein (BFOLECCC_00871)
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IMGPR _plasmid_2561511187_000002: 837,488-865,658 (+)
Isoquinoline 1-oxidoreductase subunit beta (HHIMOHFA_01152)
HTH-type transcriptional regulator PgrR (HHIMOHFA_01155)

HTH-type transcriptional regulator PgrR (HHIMOHFA_0116§) putative ABC transporter permease protein NosY (HHIMOHFA_01143)
Pyridoxine 4-dehydrogenase (HHIMOHFA_01161) putative ABC transporter binding protein NosD (HHIMOHFA_01145)
Michele_1A_hits_grouped (HHIMOHFA_01156) ABC-type heme transporter (VF0739) (HHIMOHFA_01144)
1158 Pe‘pmyl—h‘/sine N»ace‘tyltransferase Pat (HHIMOHFA_01150) FAD :protein rotein FMN transferase (HHIMOHFA_01141)
1157 1153 Nitrous-oxide reductase (HHIMOHFA 01146)
11641163 1162 1159 [1156 T1152 | 1150| 1148 1147 1146 | 1141 Flavohemoprotein (HHIMOHFA_01140)

DEsE ST E e e @

- —
IMGPR _plasmid_2855825444_000001: 1,109,552-1,140,537 (-)
Isoquinoline 1-oxidoreductase subunit beta (KJOFEOIB_00973)
Peptidyl-lysine N-acetyltransferase Pat (KJOFEOIB_00971)
HTH-type transcriptional regulator PgrR (kJOFEag_OOWS)

HTH-type transcriptional regulator PgrR (KJOFEOIB_OO982§ putative ABC transporter permease protein NosY (KJOFEOIB_00965)
Pyridoxine 4-dehydrogenase (KJOFEOI B_00981) putative ABC transporter binding protein NosD (KJOFEOIB_00967)
Michele_1A _hits_grouped (KJOFEOIB_00976) ABC-type heme transporter (VE0739) (KJOFEOIB_00966)
979977 Nitrous-oxide reductase (KJOFEOIB_00968)
983 980978 974 972 970 969 | | 964 963  Flavohemoprotein (KJOFEOIB_00962)
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putative ABC transporter permease protein NosY (NHLAOFLH_00889)
putative ABC transporter binding protein NosD (NHLAOFLH_00891)
Isoquinoline 1-oxidoreductase subunit beta (NHLAOFLH_00897)
HTH-type transcriptional regulator PgrRTNﬁLAOFLH,OO?OO)

ABC-type heme transporter (VF0739) (NHLAOFLH_00890)

IS5 family transposase ISRhru5 (NHLAOFLH_00895) FAD:protein FMN transferase (NHLAOFLH_00887)

Pyridoxine 4-dehydrogenase (NHLAOFLH_OO966) i Flavohemoprotein (NHLAOFLH_00885)
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IMGPR_plasmid_2597490149_000001: 933,185-963,664 (-)

Michele_1A_hits_grouped (NHLAOFLH_00901) Flavohemoprotein (NHCAOFLH_00886)
904 902 ‘ 899 ‘ Nitrous-oxide reductase (NHLAOFLH_00892)

905 903 1898 896 | 894893 \

882
883 [ 881 877

907 888

- ——
IMGPR_plasmid_2847410152_000002:837,745-865,132 (-)
Peptidyl-lysine N-acetyltransferase Pat (OHHNPFAP_00566)
HTH-type transcriptional regulator PgrR (OHHNPFAP_00561)
HTH-type transcriptional regulator PgrR (OHHNPFAP_00554)
Pyridoxine 4-dehydrogenase (OHHNPFAP_00555)
Michele_1A_hits_grouped (OHHNPFAP_00560)
‘ 557559 ‘ 562 lavohemoprotein (OHHNPFAP_00569)
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IMGPR_plasmid_2855839649_000003: 545,334-565,810 (+)

HTH-type transcriptional regulator PgrR (11BJPJLP_00500)
Pyridoxine 4-dehydrogenase (11BJPJLP_00499)
\ 498Flavohemoprotein (IIBJPJLP_00497) 491
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\MGPR_p\asm\d>2847395608_000005: 482,511-496,400 (-)
HTH-type transcriptional regulator PgrR (DEOFPHHB_00488)

ehalodand

Pyridoxine 4-dehydrogenase (DEOFPHHB_00487)
\ 486Flavohemoprotein (DEOFPHHB_00485)
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FAGPR_p\asmid}‘?18445941_000002: 473,562-487,451 (-)
HTH-type transcriptional regulator PgrR (MNAHDBEH_00958)
Pyridoxine 4-dehydrogenase (MNAHDBEH_00957)
Fl‘avohemoprotein (MNAHDBEH_00955)
961 960 \ 955 15256 family transposase ISRm3 (MNAHDBEH_00951)

D@ —@E DA @ O—@EEEKu

\MGPR?D\asm\d76510530677000001: 892,815-908,011 (-)
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