ABCF_producer-NCBIFAM TIrC/CarA/OleB/SrmB family ABC-F type ribosomal protection protein (NFO00171.1) (BFOLECCC_00007)
N-succinylglutamate 5-semialdehyde dehydrogenase (BFOLECCC_00012)
3-succinoylsemialdehyde-pyridine dehydrogenase (BFOLECCC_00011)
HTH-type transcriptional repressor ComR (BFOLECCC_00010)
HTH-type transcriptional regulator PgrR (BFOLECCC_00013)
2-haloacrylate reductase (BFOLECCC_00009) cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (BFOLECCC_00015)
5 6 ‘ 8 ‘ KatG (VF0303) (BFOLECCC_00014) 16 Cytosine deaminase (BFOLECCC_00017)
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IMGPR _plasmid_2561511187_000002: 4,283-16,910 (+)
N-succinylglutamate 5-semialdehyde dehydrogenase (NDBGGIBJ_00624)
3-succinoylsemialdehyde-pyridine dehydrogenase (NDBGGIBJ_00625)
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IMGPR_plasmid_2847388547_000002: 610,630-623,257 (-)

3-succinoylsemialdehyde-pyridine dehydrogenase (OHHNPFAP_00010) 3-succinoylsemialdehyde-pyridine dehydrogenase (OHHNPFAP_00011)
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IMGPR_plasmid_2855839649_000003:4,281-16,906 (+)

putative ABC transporter ATP-binding protein YbiT (BMCNIPEA_00058)
3-succinoylsemialdehyde-pyridine dehydrogenase (BMCNIPEA_00053)

MGA_1142/0OsmC (VF0885) (BMCNIPEA_00061) 3-succinoylsemialdehyde-pyridine dehydrogenase (BMCNIPEA_00052)
\ mads_8 (BMCNIPEA_00057) \ HTH-type transcriptional regulator PgrR (BMCNIPEA_00051) 46
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IMGPR _plasmid_2924207177_000014:55,047-69,078 (-)
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IMGPR_plasmid_2916021584_000020: 55,393-68,117 (-)
3-succinoylsemialdehyde-pyridine dehydrogenase (DHJBBCGJ_00048)
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IMGPR_plasmid_2513237140_000018: 55,097-67,822 (-)
3-succinoylsemialdehyde-pyridine dehydrogenase (GLGILKLF_00073)
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IMGPR _plasmid_2921208531_000014: 82,164-94,889 (-)

3-succinoylsemialdehyde-pyridine dehydrogenase (ACOJCHED_00034)
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IMGPR _plasmid_2916041962_000015: 28,872-41,546 (-)

3-succinoylsemialdehyde-pyridine dehydrogenase (11BJPJLP_01327)
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IMGPR _plasmid_2847395608_000005: 1,267,502-1,281,059 (-)
3-succinoylsemialdehyde-pyridine dehydrogenase (DEOFPHHB_01244)
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IMGPR _plasmid_2918445941 000002: 1,198,568-1,212,125 (+)
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IMGPR_plasmid_293711983%_000011: 50,856-63,580 (+)
1388 1383 1S630 family transposase ISRm2011-2 (NKLKJFIA_01380)
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IMGPR _plasmid_2562617130_000001: 1,338,682-1,349,541 (-)
cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (KEOMAJCN_00059)
6-aminohexanoate-cyclic-dimer hydrolase
Xylose import ATP-binding protein XylG (KEOMAJCN_dOOé4)
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IMGPR_plasmid_2916028427_000008: 50,729-64,349 (+)

cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (OCFJJJHK_00046)
47

i a K o S SO o O S l

—— I — —
IMGPR_plasmid_2916055098_000018:52,477-66,097 (-)

} 5000 nt {
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




