Glutathione transport system permease protein GsiD (BFOLECCC_00276)
Glutathione transport system permease protein GsiC (BFOLECCC_00275)
Vitamin B12 import ATP-binding protein BtuD (BFOLECCC_00278)

Glutamyl-tRNA(GIn) amidotransferase subunit A (BFOLECCC_00270) HTH-type transcriptional regulator DmIR (BFOLECCC_00286)
4-hydroxy-tetrahydrodipicolinate synthase (BFOLECCC_00268) ABC-type heme transporter (VF0739) (BFOLECCC_00277)
HTH»tyﬁe transcriptional regulator KipR (BFOLECCC_00271) Bifunctional hemolysin/adenylate cyclase (BFOLECCC_00282)
Histidine transport system pérmease protein HisQ 151595 famfly transposase ISRm32 (BFOLECCC_00280)
Glutathione-binding protein GsiB (BFOLECCC_00272) N-acetylﬁysteiné deacetylase (BFOLECCC_00279)
FbpABC (VF0272) (BFOLECCC_00267) GGT (VF0553) (BFOLECCC_00274) 283
Allantoinase (BFOLECCC_00269) 273 \ | 281 ‘ 284285 287

— E—— —
IMGPR_plasmid_2561511187_000002: 268,937-291,494 (+)

Glutathione transport system permease protein GsiD (NDBGGIBJ_00355)
Glutathione transport system permease protein GsiC (NDBGGIBJ_00356)

Glutamyl-tRNA(GIn) amidotransferase subunit A(NDBGGIBJ_00361) Vitamin B12 imporf ATP-binding protein BtuD (NDBGGIBJ_00353)
HTH-type transcriptional regulator KipR (NDBGGIBJ_00360)
4-hydroxy-tetrahydrodipicolinate synthase (NDBGGIBJ_00363) ABC-type heme transporter (VF0739) (NDBGGIBJ_00354)

Glutathione-binding protein GsiB (NDBGGIBJ_00359) |  N-acetylcysteine deacetylase (NDBGGIBJ_00352)
GGT (VF0553) (NDBGGIBJ_00357) 151595 family transposase ISRm32 (NDBGGIBJ_00351)
Allantoinase (NDBGGIBJ_00362) 358 \ | | | \ 350

HEDEX HACHTY
IMGPR_plasmid_2847388547_000002: 333,953-356,510 (-)

Glutathione transport system permease protein GsiD (OHHNPFAP_00292)
Glutathione transport system permease protein GsiC (OHHNPFAP_00291)
Vitamin B12 import ATP-binding protein BtuD (OHHNPFAP_00294)
Zinc-type alcohol dehydrogenase-like protein (OHHNPFAP_00285)
HTH-type transcriptional regulator KipR (OHHNPFAP_00287)
Glutathione-binding protein GsiB (OHHNPFAP_00288)

Non-heme chloroperoxidasé (OHHNPFAP_00282) ABC-type heme transporter (VF0739) (OHHNPFAP_00293)
GGT (VF0553) (OHHNPFAP' 00290! ‘ 151595 family transposase ISRm32 (OHHNPFAP_00296)
283 284 286 \ 289 \ N-acetylcysteine deacetylase (OHHNPFAP_00295)

HD HECH
IMGPR_plasmid_2855839649_000003:284,117-305,174 (+)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NF010315.0) (NHLAOFLH_01270)
Glutathione transport system permease protein GsiD (NHLAOFLH_01255)
Glutathione transport system permease protein GsiC (NHLAOFLH_01256)
HTH-type transcriptional regulator KipR (NHLAOFLH_01260)
1S630 family transposase ISRm10-1 (NHLAOFLHF)'EéB) Vitamin B12 import ATP-binding protein BtuD (NHLAOFLH_01253)
151595 family Eransposase ISRm32 (NHLAOFLH_01261)  ABC-type heme transporter (VF0739) (NHLAOFLH_01254)

1268 Glutathione-bindfng protein GsiB (NHLAOFLH_01259) ‘ N-acetylcysteine‘deacetylase (NHLAOFLH_01252)
1267 1265 GGT (VF0553) (NHLAOFLH_01257) 151595 family transposase ISRm32 (NHLAOFLH_01251)

1271 | 1269 | 1266 | 1264 1262 \ 1258 \ | \ \ \ 1250

A/ S

- ——
IMGPR plasmid 2847410152 000002: 1,202,149-1,225,887 (-)

HTH-type transcriptional regulator CdhR (AFIIEBDN_01359)
Tellurite resistance protein TehA (AFIIEBDN_01358)
1366 1356
T 1365 1363 1360 1357

-
IMGPR_plasmid_2847403270_.000001: 1,302,337-1,316,063 (-)

HTH-type transcriptional regulator CdhR (KJOFEOIB_01321)
Tellurite resistance protein TehA (KJOFEOIB_01320)
1318
1319

DK@ a4« @ @ HH)—EO )

-
IMGPR _plasmid_2597490149_000001: 1,292,723-1,306,451 (-)
HTH-type transcriptional activator RhaS (FBHEHABH_00421)

DNA ligase (FBHEHABH_00431) D-inositol-3-phosphate glycosyltransferase (FBHEﬁABH_OO423) Invasion-associated locus B (VF0677) (FBHEHABH_00415)
432 430 428 D-inositol-3-phosphate glycosyltransferase (FBHEHABH_00424) 412
433 T429T 427 426 425 | 422 420 419 418 417416 414 413 | 411

y A A B DDER- - D-@ET—GETHEDN

_—
IMGPR_plasmid_2850646820_000002: 398,827-428,538 (-)

[ 10000 nt i
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