cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (LDDMCADG_00962)
rif_monoox-NCBIFAM rifampin monooxygenase (NF033145.1) (LDDMCADG_00963)
NAD(P)H dehydrogenase (quinone) (LDDMCADG_00961)

956 957 958 959 ‘ 963 964 965 966 967 Non-homologous end joining protein Ku (LDDMCADG_00969)
I I
IMGPR_plasmid_2844483825_000001: 907,329-918,855 (+)
993 994 999
I I

IMGPR plasmid_2847382545_000001: 949,945-961,605 (+)
946 HTH-type transcriptional regulator Yha) (FBHEHABH_00944) Glycine cleavage system transcriptional activator (FBHEHABH_00940)
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IMGPR _plasmid_2850646820_000002:891,647-900,734 (-)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bee-type (NFO00320.3) (JMFACILK_01033)
bla_class_A-NCBIFAM class A beta-lactamase (NFO33103.1) (JMFACILK_01032)
HTH-type transcriptional regulator YhaJ (JMFACILK_01043) HTH-tyﬁe transcriptional regulator SyrM 1 (JMFACILK_01030)
1042 1037 1036 HTH-fype transcripfional regulator YidZ (JMFACILK_01031)
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IMGPR_plasmid_2847375993_.000001: 970,475-986,687 (-)
1136 1137
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IMGPR_plasmid_2562617130_000001: 1,094,366-1,110,578 (+)

1149 1150
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IMGPR_plasmid_637000269_000001: 1,096,027-1,112,239 (+)

446 439
I I I
IMGPR_plasmid_2847410152_000002:403,289-415,935 (-)
[ 6000 nt i
AMR (AMRFinderPlus)
N




