
IMGPR_plasmid_2855825444_000001: 509,741-520,299 (+)

509

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (HHIMOHFA_00511)

511
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Putative transport protein YdiK (HHIMOHFA_00516)
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drt-UG17 DRT (HHIMOHFA_00519)
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IMGPR_plasmid_2597490149_000001: 347,593-360,965 (+)

352

353
354

355

356
357
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COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (KJOFEOIB_00360)
Arsenate reductase (KJOFEOIB_00361)

Aquaporin Z (KJOFEOIB_00362)

PRK10026.1-PRK PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NF007456.1) (KJOFEOIB_00363)
NADPH-dependent FMN reductase ArsH (KJOFEOIB_00364)

365

IMGPR_plasmid_2918445941_000002: 872,659-893,802 (-)

884888

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (DEOFPHHB_00889)

putative protein YyaP (DEOFPHHB_00890)

891
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ISAs1 family transposase ISRm21 (DEOFPHHB_00894)

895

896
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899

900

Protein-methionine-sulfoxide reductase catalytic subunit MsrP (DEOFPHHB_00901)
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904905

Non-heme chloroperoxidase (DEOFPHHB_00906)

IMGPR_plasmid_2847410152_000002: 268,253-292,396 (+)
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294

Protein-methionine-sulfoxide reductase catalytic subunit MsrP (NHLAOFLH_00295)
ISNCY family transposase ISRm17 (NHLAOFLH_00296)
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IS3 family transposase ISRm1 (NHLAOFLH_00299)

300
301
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303

304

ISAs1 family transposase ISRm21 (NHLAOFLH_00305)

306
307

308

putative protein YyaP (NHLAOFLH_00309)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (NHLAOFLH_00310)

311

IMGPR_plasmid_651053067_000001: 227,518-292,788 (+)

retron_type_V_csd_cluster85_1 (MNAHDBEH_00253)

253

IS30 family transposase ISRle2 (MNAHDBEH_00255)

IS66 family transposase ISRel15 (MNAHDBEH_00256)

256
257

258
259

IS66 family transposase ISRosp4 (MNAHDBEH_00261)

261

262

IS66 family transposase IS866 (MNAHDBEH_00264)

264
265

IS630 family transposase ISBj5 (MNAHDBEH_00267)

267
268

269 270
271

272

Putative metal chaperone YciC (MNAHDBEH_00274)

274
275

276
277

278

IS630 family transposase ISRm10-1 (MNAHDBEH_00280)

280
281

282

6-aminohexanoate-dimer hydrolase (MNAHDBEH_00284)

284

6-aminohexanoate-cyclic-dimer hydrolase (MNAHDBEH_00286)
Glutathione import ATP-binding protein GsiA (MNAHDBEH_00287)

putative D,D-dipeptide transport system permease protein DdpC (MNAHDBEH_00288)
Glutathione transport system permease protein GsiC (MNAHDBEH_00289)

Glutathione-binding protein GsiB (MNAHDBEH_00290)

IS1182 family transposase ISMno17 (MNAHDBEH_00291)

291
292 293

294
295 296

297
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Thioredoxin reductase (MNAHDBEH_00300)
NAD kinase (MNAHDBEH_00301)

301

NAD-specific glutamate dehydrogenase (MNAHDBEH_00303)

303

304
305

306

Transcriptional regulatory protein FixJ (MNAHDBEH_00308)

308
309

Tn3 family transposase TnXo19 (MNAHDBEH_00311)

311
312

313

putative protein YyaP (MNAHDBEH_00315)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (MNAHDBEH_00316)

316

IMGPR_plasmid_2847395608_000005: 988,327-1,053,482 (-)

1015

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (IIBJPJLP_01016)

putative protein YyaP (IIBJPJLP_01017)

1018
1019

1020

Tn3 family transposase TnXo19 (IIBJPJLP_01021)

1022
1023

Transcriptional regulatory protein FixJ (IIBJPJLP_01024)

1025
1026

1027

1028

NAD-specific glutamate dehydrogenase (IIBJPJLP_01029)

1030

NAD kinase (IIBJPJLP_01031)
Thioredoxin reductase (IIBJPJLP_01032)

1033
1034

10351036
1037

1038
1039

1040

IS1182 family transposase ISMno17 (IIBJPJLP_01041)
Glutathione-binding protein GsiB (IIBJPJLP_01042)

Glutathione transport system permease protein GsiC (IIBJPJLP_01043)
putative D,D-dipeptide transport system permease protein DdpC (IIBJPJLP_01044)

Glutathione import ATP-binding protein GsiA (IIBJPJLP_01045)
6-aminohexanoate-cyclic-dimer hydrolase (IIBJPJLP_01046)

1047

6-aminohexanoate-dimer hydrolase (IIBJPJLP_01048)

1049
1050

1051

IS630 family transposase ISRm10-1 (IIBJPJLP_01052)

1053
1054

1055
1056

1057

Putative metal chaperone YciC (IIBJPJLP_01058)

1059

1060
1061

1062
1063

1064

IS630 family transposase ISBj5 (IIBJPJLP_01065)

1066
1067

IS66 family transposase IS866 (IIBJPJLP_01068)

1069

1070

IS66 family transposase ISRosp4 (IIBJPJLP_01071)

1072
1073

1074
1075

IS66 family transposase ISRel15 (IIBJPJLP_01076)

IS30 family transposase ISRle2 (IIBJPJLP_01077)

1078

20000 nt
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