Bicarbonate transport system permease protein CmpB (MGDIHIBN_00339)
Serine/threonine-protein kinase toxin HipA (MGDIHIBN_00344)
ISNCY family transposase ISRm17 (MGDIHIBN_00342)
Nitrate/nitrite binding protein NrtA (MGDIHIBN_00340)
HitABC (VF0268) (MGD'HIBN_60338) 349 351
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IMGPR_plasmid_637000269_000001: 307,530-325,168 (+)
Serine/threonine-protein kinase toxin HipA (JMFACILK_00437)
ISNCY family transposase ISRm17 (JMFACILK_00439)
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\MGPR,p\asmid,EBAl_7375993,000001: 396,116-413,793(-)
Serine/threonine-protein kinase toxin HipA (NKLKJFIA_00341)
ISNCY family transposase ISRm17 (NKLKJFIA_00339)
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IMGPR_plasmid_2562617130,000001: 307,192-324,830 (+)
Serine/threonine-protein kinase toxin HipA (HHIMOHFA_01478)
ISNCY family transposase ISRm17 (HHIMOHFA,OlISO) 1475
1478 | 1476 T 1474 1471
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IMGPR _plasmid_2855825444 000001: 1,434,550-1,452,150 (-)
Serine/threonine-protein kinase toxin HipA (NHLAOFLH_01197)
1521 family transposase ISPpu7 (NHLAOFLH_01192)

Leu/lle/Val-binding protein (NHLAOFLH_01205) DrmD_00013 DrmD (NHLAOFLH_01193)
HitABC (VF0268) (NHLAOFLH_01203) 1199 1195
12001198 1196 1194 1190
- O
IMGPR _plasmid_2847410152_000002: 1,142,053-1,164,250 (-)
Putative aminoacrylate hydrolase RutD (FBHEHABH_00335) HTH-type transcriptional regulator PgrR (FBHEHABH_00324)
Tyrosine recombinase XerC (FBHEHABH_00332)  Aldo-keto reductase lolS (FBHEHABH_00322)
Non-heme chloroperoxidase (FBHEHABH_00343) putatﬂgprotein YcjY (FBHEHABH_00330) Aldo-keto reductase lolS (FBHEHABH_00320)
337 Tropinesterase (FBHEHABH_00333) 329 327 Aldo-keto reductase lolS (FBHEHABH_00321)
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IMGPR _plasmid_2850646820_000002: 300,142-334,466 (-)
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defence (PADLOC) virulence (VFDB)




