1S630 family transposase ISRm2011-2 (KJOFEOIB_01263)

1259 1260 1261 1262

IMGPR_plasmid_2597490149_000001: 1,237,435-1,252,762 (+)

361 360

Ubiquinone biosynthesis O-methyltransferase, mitochondrial (KJOFEOIB_01272)

HTH-type transcriptional activator RhaR (KJOFEOIB_01266) D-alanine--D-alanine ligase (KJOFEOIB_01276)
Glutathione S-transferase GST-6.0 (KJOFEOIB_01267) Nitrate/nitrite bindingprotein NrtA (KJOFEOIB_01277)
1270 1274
1265 1268 1269 | 1271 1273 | 1275

HTH-type transcriptional activator RhaR (OHHNPFAP_00354)
Glutathione S-transferase GstA (OHHNPFAP_00353)
355 | 352 351 348

CHE @@ O HH——D

IMGPR_plasmid_2855839649_000003: 348,905-365,115 (-)

Glutathione S-transferase GST-6.0 (BFOLECCC_00567)
HTH-type transcriptional activator RhaR (BFOLECCC_00568)
569 ‘ 566 565 563562

CHEEHO— @O HS

IMGPR_plasmid_2561511187_000002: 548,521-562,109 (-)

Glutathione S-transferase GST-6.0 (NDBGGIBJ_00064)
HTH-type transcriptional activator RhaR (NDBGGIBJ_00063)
62 | 65 66

CHEEH{O—BrEC IO HE

IMGPR_plasmid_2847388547_000002: 63,338-76,926 (+)

HTH-type transcriptional activator RhaR (AFIIEBDN_01299)
1298 1300

dH a XEEH HECH

IMGPR_plasmid_2847403270_000001: 1,242,289-1,255,861 (+)

6000 nt




