cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (HHIMOHFA_01076)
Ubiquinone biosynthesis accessory | factor UbiJ (HHIMOHFA_01085)
3-octaprenyl-4-| hydroxybenzoate carboxy-lyase (HHIMOHFA_01086)
putative UbiX-like flavin prenyltransferase (HHIMOHFA_01087)
HTH-type transcriptional repressor ComR (HHIMOHFA 0107?

‘ putatlve cytochrome c oxidase subunit 3 (HHIMOHFA_01091) CRP-like cAMP-activated global transcriptional regulator (HHIMOHFA_01111)
Type IV secretion system protein VirB11 (HHIMOHFA 01075) ‘ Periplasmic nitrate reductase, electron transfer subunit (HHIMOHFA_01117)
Nitric oxide reductase subunlt C (HHIMOHFA_01093) Fe-S protein maturation au><|||ary factor SufT (HHIMOHFA _( 01106
Nitric oxide reductase subunit B (HHIMOHFA_01094) Copper- contalnlng nitrite reductase (HHIMOHFA 01109)
putative protease YhbU (HHIM HFA_01084) ‘ Oxygen independent coproporphyrinogen Ill oxidase (HHIMOHFA_01099) Ferredoxin-type protem NapF (HHIMOHFA 01114)

Type IV secretion system protein virB10 (HHIMOHFA_01074) anti-RM (APIS198) (HHIMOHFA_01095) Chaperone NapD (HHIMOHFA 01115)

Alcohol dehydrogenase (HHIMOHFA_01079) 1089 ~ drt-UG17 DRT (HHIMOHFA_01097) Periplasmic nitrate reductase (HHIMOHFA_01116)
1080 1082 1088 1100 1102 110 Pseudoazurin (HHIMOHFA_01112)
1077 | 107%1081] 1087 || 1091 1095 1097 | 10991101 | 1103 [ |1106 1107 | 1109 | 1112 \
] —

IMGPR _plasmid_2855825444_000001: 1,056,995-1,095,379 (+)
Oxygen-independent coproporphyrinogen Ill oxidase (BDFGJJAP_00610)
Ubiquinone biosynthesis accessory factor UbiJ (BDFGJJAP_00622)
3-octaprenyl-4-hyd roxybenzoate carboxy-lyase (BDFGJJAP_00621)
putative UbiX-like f(avm prenyltransferase (BDFGJJAP_00620) Fe-S protein maturation auxiliary factor SufT (BDFGJJAP_00603)
putatlve cytochrome coxidase subunit 3 (BDFGJJAP_00616)
Nitric OX|de reductase subunlt C (BDFGJJAP_00614)
Nitric oxide reductase subunit B (BDFGJJAP_00613)

putative protease YhbU ( DFGJJAP_00623) anti-RM API§1 98) (! BDFGJJAP_00612) CRP-like cAMP-activated global transcriptional regulator (BDFGJJAP_00599)
617 607 Copper-containing nitrite reductase (BDFGJJAP_00601)
624 623 618 616|614 610 698T 606 605 604 @\ 601 599 \ Pseudoazurin (BDFGJJAP_00598)

I —
IMGPR _plasmid_2847382545_000001: 555,039-591,098 (-)
VirB-homolog (vbh) type IV secretion system (VF0680) (BFOLECCC_00937) Oxygen-independent coproporphyrinogen |1l oxidase (BFOLECCC_00911)
Ubiquinone biosynthesis accessory. factor UbiJ (BFOLECCC_00925)
3-octaprenyl-4-| hydroxybenzoate carboxy-lyase (BFOLECCC_00924)
putative UbiX-like fIavm prenyltransferase (BFOLECCC_00923)

putative cytochrome G oxndase subunit 3 (BFOLECCC_00919)
Nitric 0><|de reductase subunit C (BFOLECCC_00917)
L Nitric oxide reductase subunit B (BFOLECCC_00916)

Alcoholdehydrogenase(BFOLECCC 00930) anti-RM (API§198 ) (BFOLECCC_00915) Fe-S protein maturation auxiliary factor SufT (BFOLECCC_00904)

putatlve protease YhbU (BFOLECCC_00926) drt-UG17 DRT (BFOLECCC_00913)  CRP-like cAMP%ctivated global transcriptional regulator (BFOLECCC_00899)
Type IV secretion system protein virB8 928 921 910 Copper-containing nitrite reductase (BF&T—ZCCC_OO?OI)
[ 932931 | 929 927 922 920|918 914 912 909908 907 906 905| 903 902 900 Pseudoazurin (BFOLECCC_00898)

L __J —
IMGPR_plasmid_2561511187_000002:879,827-919,059 (—)
Oxygen-independent coproporphyrinogen Il oxidase (NDBGGIBJ_01313)
Ubiquinone biosynthesis accessory factor UbiJ (NDBGGIBJ_01299)
3-octaprenyl-4-| hydroxybenzoate carboxy-lyase (NDBGGIBJ_01300)
putative UbiX-like flavm prenyltransferase (NDBGGIBJ_01301)

putatlve cytochrome c OX|dase subunit 3 (NDBGGIBJ_01305) CRP-like cAMP-activated global transcriptional regulator (NDBGGIBJ_01325)
Nitric oxnde reductase subunlt C (NDBGGIBJ_01307) Periplasmic nitrate reductase, electron tranT' subunit (NDBGGIBJ_01331)
Alcohol dehydrogenase (NDBGGIBJ_01294) Nitric oxide reductase subunit B (NDBGGIBJ_01308) Fe-S protein maturation auxmary factor SufT (NDBGGIBJ 01320)
putative protease YhbU NDBG 1BJ_01298) anti-RM (API$198) (NDBGGIBJ_01309) Copper-containing nitrite reductase (NDBGGIBJ_01323)
1295 1303 " drt-UG17 DRT (NDBGGIBJ_01311) Cytochrome c-type proteln NapC (NDBGGIBJ_01332)
1292|1294 1302 | 1314 1316 131 Pseudoazurin (NDBGGIBJ_01326)
1291 | ] 1296 1301 || 1305 1309 1311 13131315 | 1317 | |1320 1321 | 1323 | |

— I
IMGPR_plasmid_2847388547_000002: 1,268,150-1,308,087 (+)

} 10000 nt {
defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




