ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NFO00514.1) (MGDIHIBN_00025)
Glutarate-semialdehyde dehydrogenase (MGDIHIBN_00032)
3-sulfolactaldehyde dehydrogenase (MGDIHIBN_00033)

HTH-type transcriptional regulator DmIR (MGDIHIBN_00026) Dihydroanticapsin 7-dehydrogenase (MGDIHIBN_00036)
Quinone oxidoreductase 1 (MGDIHIBN_00027) o-succinylbenzoate synthase (MGDIHIBN_00034)
Carbonic anhydrase (MGDIHIBN_OOdZ9) 6-deoxy-6-sulfogluconolactonase (MGDIHIBN_00037)
\ 27 29 30 \ \ Sulfoquinovose isomerase (MGDIHIBI\‘LOOOSS) ﬁTH-type transcriptional repressor RspR (MGDIHIBN_00038)
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IMGPR _plasmid_637000269_000001:21,429-33,323 (+)
Glutarate-semialdehyde dehydrogenase (JMFACILK_00748)
750 749 | 3-sulfolactaldehyde dehydrogenase (JMFACILK 00747)
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IMGPR_plasmid_2847375993_000001: 690,713-702,609 (-)
Glutarate-semialdehyde dehydrogenase (NKLKJFIA_00031)
29 | 3-sulfolactaldehyde dehydrogenase (NKLKJFIA_00032)
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IMGPR_plasmid_2562617130_000001:21,429-33,325 (+)

Carbonic anhydrase (GCNEBGJA_00040)
45 39  3-sulfolactaldehyde dehydrogenase (GCNEBGJA_00038)
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IMGPR_plasmid_2924179722_000009: 31,338-45,209 (-)

Carbonic anhydrase (OCBFOMFO_00071)
71  3-sulfolactaldehyde dehydrogenase (OCBFOMFO_00073)
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IMGPR_plasmid_2916000859_000015: 73,216-87,087 (+)

Carbonic anhydrase (MABBLIDB_00024)
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IMGPR_plasmid_2937071275_000013: 14,099-27,312 (-)

Selenide, water dikinase (KEOMAJCN_00032) Carbonic anhydrase (KEOMAJCN_00025)
31 Quinone oxidoreductase 1 (KEOMAJCN_OOO§7) 24 2322
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IMGPR_plasmid_2916028427_000008: 14,063-28,855 (-)

Carbonic anhydrase (OCFJJJHK_00081)
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IMGPR_plasmid_2916055098_000018:87,971-102,763 (+)

Carbonic anhydrase (NHODGFGJ_00081)
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IMGPR _plasmid_2921263974_000022:87,973-102,765 (+)
HTH-type transcriptional repressor NanR (FBHEHABH_00613)

Sulfoquinovose isomerase (FBHEHABH_00617) D-galactonate dehydratase (FBHEHABH_00612)
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IMGPR_plasmid_2850646820_000002: 588,916-599,954 (-)
Quinone oxidoreductase 1 (HHIMOHFA_00153) Glucarate dehydratase-related protein (HHIMOHFA_00149)
Quinone oxidoreductase 1 (HHIMOHFA_00152) D-galactonate dehydratase (HHIMOHFA_00148)
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