vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NFO33120.0) (BFOLECCC_00819)

Dipeptide transport system permease protein DppC (BFOLECCC_00826) ISNCY family transposase ISRel10 (BFOLECCC_00843)
Dipeptide transport system permease protein DppB (BFOLECCC_00827) ISNCY family transposase ISRel10 (BFO‘LECCC700841)
Glutathione import ATP-binding proteln GsiA (BFOLECCC_00825) 1S30 family transposase ISRle2 (BFOLECCC_00842)

Adaptive- response sensory- kinase SasA (BFOLECCC _ 60818) Quorom sensing (VF0471) (BFOLECCC_00835)
N- acetylgalactosamlne -6-O-sulfatase (BFOLECCC _ 00821) Quorum-sensing (VF0433) (BRSLECCC_OOSSS) tRNA(fMet)-specific endonuclease VapC (BFOLECCC_00848)
Heme-binding protein A (BFOLECCC_00828) Quorum-sensing (VF0433) (BFOLECCC_00839)
Peptidase T (BFOLECCC_00823) 837 PD-Lambda-2_A_WP_029458229.1 (BFOLECCC_00846)
820 | 822 824 | 836 | 838 | 840 | | | 844 845 847 849

817 829 830 831 832 | 834

L] _— - [ -

IMGPR _plasmid_2561511187_000002: 806,737-839,724 (+)

Dipeptide transport system permease protein DppC (NDBGGIBJ_01389)

Dipeptide transport system peT‘m'iease protein DppB (NDBGGIBJ_01388) ISNCY family transposase ISRel10 (NDBGGIBJ_01374)
Glutathione import ATP-binding proteiﬁ GEATNDBGGIBJ_OlS%) 1S30 family transposase ISRle2 (NDBGGIBJ_01373)
Quorom sensing (VFO471) (NDBGGIBJ_01380)
Response regulator protein TmoT (NDBGGIBJ_01395) Quorum-sensing (VF0433) (NDBGGIBJ  01382)
Heme binding protein A (NDBGGIBJ_01387) Quorum sensing (VF0433) (NDBGGIBJ_01376)

Peptidase T (NDBGGIBJ_01392) 1385

1398 1392 1390 | | 1384 1383 1382

1377
1380 @Msjé—ﬂsﬂ ‘ ISNCY family transposase ISRel10 (NDBGGIBJ_01372)

- - . — =
IMGPR_plasmid_2847388547_000002: 1,335,243-1,369,266 (-)

ISNCY family transposase ISRel26 (11BJPJLP_00510)
1S21 family transposase ISRel5 (11BJPJLP_00522) ISNCY family transposase ISRel10 (IIBJPJLP_00511)

Glutathione transport system permease protein GsiD (IIBJPJLP_00530) Téil family transposase ISPpu7 (IIBJPJLP_00517)
Dipeptide transport system ;?e'mﬁease protein DppB (IIBJPJLP_00529)Quorom sensmg (VF0471) (11BJ P]LP ' 00519)
Glutathione import ATP-binding proteln GS|A(IIBJPJLP 00531) Quorum- sensing (VF0433) (IIBJPJLP_00513)
Heme-binding protein A (I1BJPJLP_00528) DrmD_00013 DrmD (IIBJPJLP_00518) |
Peptidase T (IIBJPJLP_00533) Quorum-sensing (VF0433) (nBJPJﬂT_ooém) 515 1530 family transposase ISRle2 (IIBJPJLP_00509)
537 532 | 527 526 525 524 523 | [ s520] | | 516 | 514 | 512 | . 503502
- LB ] -
IMGPR _plasmid 2847395608 _000005:492,974-533,932 (-)
Glutathione transport system permease protein GsiD (DEOFPHHB_00516) ISNCY family transposase ISRel26 (DEOFPHHB_00498)
Dipeptide transport system permease protein DppB (DEOFPHHB_00515) ISNCY family transposase ISRel10 (DEOFPHHB_00499)

1S21 family transposase ISPpu7 (DEOFPHHB_00505)
Quorom sensing (VF0471) (DEOFPHHB 00507)
Glutathione import ATP-binding proteln GsiA (DEOFPHHB_00517) DrmD_00013 DrmD(DEOFPHHB 00506)

Heme- blndlng protelnA(DEOFPHHB 00514) Quorum sensing (VF0433) (DEOFPHHB_00501)
Peptidase T (DEOFPHHB_OOSi?) Quorum-sensing (VF0433) (DEOFPH B_OOSO? 503
518 | 513512 511 510 | 508 | | | 504 | 502 | 500 1530 family transposase ISRle2 (DEOFPHHB_00497)
- LB L -

IMGPR _plasmid 2918445941 000002:484,025-522,179 (-)
ISNCY family transposase ISRel26 (MNAHDBEH_00969)
ISNCY family transposase ISRel10 (MNAHDBEH_00970)
1S21 family transposase ISRel5 (MNAHDBEH_00981) 1S30 family transposase‘ISRIeZ (MNAHDBEH_00968)
Glutathione transport system permease protein GsiD (MNAHDBEH_00990) ISETfamily transposase ISPpu7 (MNAHDBEH_00976)
Dipeptide transport system pe;n?ase protein DppB (MNAHDBEH_00989) Quorom senéing (VF0471) (MNAHDBEH_00978)
Glutathione import ATP-binding protein GsiA (MNAHDBEH_00991) \ Quorum-sensing (VF0433) (MNAHDBEH_00972)
Heme-bindihg prbtein A (MNAHDBEH_00988) DrmD_00013 DrmD (MNAHDBEH_OO977)
PeptidaseT(MNAHDBEH_OO993) 978 973
991 | 986 985 984 983 982 981 979 974 | 972 | 970
- - | -

961 960

IMGPR _plasmid_651053067_000001: 904,585-947,535 (-)
resist_ArsN1a-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family A (NFO40503.1) (HHIMOHFA_01185)
HTH-type transcriptional regulator BenM (HHIMOHFA_01178)
Dipeptide transport system permease protein DppC (HHIMOHFA_01189) Transcriptional actlvator proteln TraR (HHIMOHFA_01174)
Transcriptional activator' proteln TraR (HHIMOHFA 01176)
Dipeptide transport system permease protein DppB (HHIMOHFA_01188) ISNCY family transposase ISRel26 (HHIMOHFA_01172)
Glutathione import ATP-binding protein GsiA (HHIMOHFA_01190) 1S110 family transposase ISRel9 (HHIMOHFA_01179)
‘Quorom sensing (VF0471) (HHIMOHFA_01180) L ‘

Peptidase T (HHIMOHFA_01192) Quorum-sensing (VF0433) (HHIMOHFA_01182)|
1192 Heme-binding protein A (HHIMOHFA_01187) 15256 family transposase ISRm3 (HHIMOHFA_01175)
1193 1190 | | 1185 | 1183 1182 | 1180| | 1176| 1172 | ISNCY family transposase ISRel10 (HHIMOHFA 01171)

- - -_ . =
IMGPR_plasmid_2855825444_000001: 1,136,707-1,172,405 (-)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (AFIIEBDN_00890)
Dipeptide transport system permease protein DppC (AFIIEBDN_00899)
Dipeptide transport system pﬁease protein DppB (AFIIEBDN_00898) ISNCY family transposase ISRel10 (AFIIEBDN_00885)
5'-deoxyadenosine deaminase (AFIIEEDT\I_OOSS‘?)
Glutathione import ATP-binding protein GsiA (AFIIEBDN_00900) ISNCY familytransﬁosase ISRel26 (AFIIEBDN_00884)
Quorom sensing (VFO471) [AFIIEBDN_00891)
Quorum-sensing (VF0433) (AFIIEBDN_00893)
Heme-binding protein A (AFIIEBDN_00897) Quor‘um-‘ser‘\sing (VF0433) (AFIIEBDN_00886)
Peptidase T (AFIIEBDN_00902) 888
910 909 903 901 | 896 895 894 |T 887 1530 family transposase ISRle2 (AFIIEBDN_00883)

DDA

\MGPRip\asm‘\d72847532707000001: 843,557-877,588 (-)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (KJOFEOIB_00994)
resist_ArsN1a-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family A (WO4050341) (KJOFEOIB_01000)
Glutathione transport system permease protein GsiD (KJOFEOIB_01003)
Dipeptide transport system pgmease protein DppB (KJOFEOIB_01002)
Glutathione import ATP-binding protein GsiA (KJOFEOIB_01004)
‘ Quorom sensing (VF0471) (KJOFEOIB_00995)

892

Heme-binding protein A (KJOFEOIB_01001) Quorum-sensing (VF0433) (KJOFEOIB_00991)
Peptidase T (KJOFEOIB_ 01006) Quorum sensing (VF0433) ( KJOFEOIB _00997)
1007. 1005 | 999 998 | 996 | | 993992 | ISNCY family transposase ISRel10 (KJOFEOIB_00990)

=0

IMGPR _plasmid_2597490149_000001: 960,351-991,625 (-)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (FBHEHABH_00014)

Dipeptide transport system permease protein DppC (FBHEHABH_00026) ISNCY family transposase ISRel10 (FBHEHABH_00010)
Dipeptide transport system pe?n'?ease protein DppB (FBHEHABH_00025) ISNCY family trans?cgase ISRel26 (FBHEHABH_00009)
1S21 family transposase ISRel5 (FBHEHABH_00020) L 1S30 familytrénsposase ISRle2 (FBHEHABH_00008)
Glutathione import ATP-binding protein GsiA (FBHEHABH_00027) Eorom sensing (VF0471) ( BHEHABH_OOO‘lS) ‘
Hemé-binding protein A (FBHEHABH_00024) | Quorum-sensing (VF0433) (FBHEHABH_00011)
Peptidase T (FBHEHABH_00029) Quorum-sensing (VF0433) (FBHEHABH_00017)
30, 28 \ 23 22 21 | 19 18 | 16| | 1312 1530 family transposase ISRle2 (FBHEHABH_00007)

o

IMGPR_plasmid_2850646820_000002: 1,339-36,519 (-)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (OHHNPFAP_00540)
Dipeptide transport system permease p protein DppC (OHHNPFAP_00529)
Dipeptide transport system permease protein DppB (OHHNPFAP_00530)

Glutathione import ATP-binding proteln Gsi K (OHHNPFAP_00528) ISNCY family transposase ISRel10 (OHHNPFAP_00544)
| | Quorom sensing (VF0471) (OHHNPFAP_00538)
Heme-binding protein A(OHHNPFAP_00531) Quorum-sensing (VF0433) (OHHNPFAP_00543)

Peptidase T (OHHNPFAP_00526)

Quorum-sensing (VF0433) (OHHNPFAP_00536)
525 527 |

6
532533 534 535 | 537 |539541542 T ‘ 545 ISNCY family transposase ISRel26 (OHHNPFAP_00546)

L] —_— - - -_— -
IMGPR_plasmid_2855839649_000003: 515,874-548,588 (+)

498 502
¢ HEODHEDDHA-E—
IMGPR _plasmid 2844483825 _000001:460,594-472,621 (+)
} 10000 nt {
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




