3-oxo-isoapionate-4-phosphate transcarboxylase/hydrolase (DFIBIBCA_00154)
D- aﬁ)’?ate oxidoisomerase (DFIBIBCA_00153)
3%oxo- |soap|onate kinase (DFIBIBCA_00155)
putatlve proteln YyaP (DFIBIBCA_00158)
Retron_VI_HTH (DFIBIBCA_00156)
163
161 L
162 FtsZ-localized protein A (DFIBIBCA_00165)
57 | 159 160 164

\MGPR,p\asm'\(;,28845332257000004: 158,868-169,086 (+)
Ribose import binding protein RbsB (HEEJGINE_00011)
Ribgégimport ATP-binding protein RbsA

12 | 7 6 2

IMGPR_plasmid_2740892280_000004: 1,321-12,661 (-)
Glutathione-regulated potassium-efflux system ancillary protein KefG (GEJNEOLJ_00032)
N-acetyl-aﬁa D-glucosaminyl L-malate deacetylase 1 (GEJNEOLJ_00038)
‘ UDP-N-acetyl- alpha D-glucosamine Cé dehydratase (GEJNEOLJ_00041)
Bifunctional polymyxin resistance protein ArnA (GEJNEOLJ_00039) Diacetylchitobiose uptake system ATP-binding protein MsiK (GEJNEOLJ_00071)
dTDP-4-dehydro-6-deoxyglucose reductase (GEJNEOLJ_00049)
D-inositol-3-phosphate glycosyltransferase (GEJNEOLJ_00051)

Glucose-1-phosphate cytidylyltransferase (GEJN EbLJ_OWS) D-inositol-3-phosphate glycosyltransferase (GEJNEOLJ_00059)
D-inositol-3-phosphate élycosyltransferase(ﬁGiEJNEOLJ,OOO42) Kd?ptive-response sensory-kinase SasA (GEJNEOLJ_00067)
putative sugar transferase EpsL (G EJNEOLJ C _00040) ‘ JaIIet,‘lA,hits,grouped (G EJNEOLJ,OM)
LJ_00047) Regulator of RpoS (GEJNEOLJ_00064)

| Jallet_2B_hits_grouped (GEJNE
HTH- typetranscnptlonal regulator DmIR (GEJNEOLJ_00033)
Jallet 2B_hits_grouped ( GEJNEOLJ _00037)

st | | 343536 | | | |
ao-OHO-EKATA

O-antigen (VFO392) (GEJNEOLJ 00046) é
LPS (VF0124 (GEJN OLJ_00050)
43 44 T |52 53 54 55 56 57 58 60 61 62

Xylulose kinase (GEJNEOLJ_00070)
6566 | | 69 |
DHODHED

BopD (VF0362) (GEJNEOLJ_00068)

IMGPR _plasmid_2827789216_000003: 29.4@82,263 (+)
GalNAc-alpha-(1->4)-GalNAc-alpha-(1->3)-diNAcBac-PP-undecaprenol alpha-1,4-N-acetyl-D-galactosaminyltransferase (BLOBMJLN_00056)
Glutathione-regulated potassium-efflux system ancillary protein KefG (BLOBMJLN_00037)
N-acetyl-alEfﬁ-D—glucosaminyI L-malate deacetylase 1 (BLOBMJLN_00043)
‘ UDP-N-acetyl—alphz;‘f)-glucosamine Cé6 dehydratase (BLOBMJLN_00046)
Bifunctional polymyxin resistance protein ArnA (BLOBMJLN_00044)
—Elucose-l-bhosphate cytidylyltransferase (BLOBMJLN_00050)

D-inositol-3-phosphate giycosyltransferase (BLOBMJLN_00047) D-inositol-3-phosphate glycosyltransferase (BLOBMJLN_00064)
putative sugar transferase EpsL (BLOBMWOOO%) ‘ Adaptive-response sensory-kinase SasA (BLOBMJLN_00072)
dTDP-glucose 4,6-dehydratase (BLOBMJLN_00054) Jallet_1A _hits_grouped (BLOBMJLN_(M)
HTH-type transcriptional regulator DmIR (BLOBMJLN_00038) Jallet_2B_hits_grouped (BLOBMJLN_00052) Regulator of RpoS (BLOBMJLN_00069)
\ 0O-antigen (VF0392) (BLOBMJLN_ 00051) \ BopD (VF0362) (BLOBMJLN_00073)
allet_2B_hits_grouped (BLOBMJLN_00042) ‘ —F_PS (VFO124) (BLOBMJLN_00055) Xylulose kinase (BLOBMJLN_00075)
48 49 59 60 61 62 63 65 66 67 7071 | | 74

3 | | 394041 [ | | |
AP

53 \ T |57 58
DD DD

\MGPRip\asm'\d73300044453700004?32,701784000 (+)
N-acetyl-alpha-D-glucosaminyl L-malate deacetylase 1 (KCODKFBF_00043)
UDP-N-acetyl»alphﬁ-glucosamine Cé6 dehydratase (KCODKFBF_00040)
Bifunctional polymyxin resistance protein ArnA (KCODKFBF_00042)
‘ D-inositol-3-phosphate glycosyltransferase (KCODKFBF_00030)
Glucose-1-phosphate cytidylyltransferase (KCODKFBF_00036)
D-inositol-3-phosphate gl‘ycosyltransferase (REODKFBF_00039) D-inositol-3-phosphate glycosyltransferase (KCODKFBF_00022)
putative sugar transferase EpsL (KC‘ODKﬁ3’EOOO41) ‘ Adaptive-response sensory-kinase SasA (KCODKFBF_00013)

‘ dTDP-qucose 4,6-dehydratase (KCODKFBF_00032) Jallet_1A _hits_grouped (KCODKFBF_00017)
Jallet_2B_hits_grouped (KCODKFBF_00034) Regulator of RpoS (KCODKFBF_00016)
O-antigen (VF0392) (KCODKFBF_00035) BopD (VF0362) (KCODKFBF_00012)
Jallet_2B_hits_grouped (KCODKFBF_00044) LPS (VF0124 (KCOD FBF_00031) 18 Wulose kinase (KCODKFBF_00010)
as [ | | | | 38 37 T |29 28 27 26 25 24 23 21 20 19| 15 14 | 11
—_— I _— _— _—
IMGPR_plasmid_2895307870_000003: 9,792-58,567 (-)
N-acetyl-alpha-D-glucosaminyl L-malate deacetylase 1 (BLNNEPON_00203)
UDP-N-acetyl-alphaB-glucosamine C6 dehydratase (BLNNEPON_00206)
Bifunctional polymyxin resistance protein ArnA (BLNNEPON_00204)
‘ D-inositol-3-phosphate glycosyltransferase (BLNNEPON_00216)
Glucose-1- phosphate cytldylyltransferase(BLNNEPON 00210)
D-inositol-3-phosphate glycosyltransferase (BLNNEPON 00207) D-inositol-3-phosphate glycosyltransferase (BLNNEPON_00224)
putative sugar transferase EpsL (BLNNEWOOZOS) ‘ Adaptive-response sensory-kinase SasA (BLNNEPON_00233)
| dTDP-glucose 4,6-dehydratase (BLNNEPON_00214) Jallet_1A_hits_grouped (BLNNEPON_00229)
Jallet_2B_hits_grouped (BLNNEFON_00212) Regulator of RpoS (BLNNEPON_00230)
0O-antigen (VF0392) (BLNNEPON 00211) é " BopD (VF0362) (BLNNEPON_00234)
Jallet_2B_hits_grouped (BLNNEPON_00202) LPS VF0124 BLNN PON_00215) 227 Wulose kinase (BLNNEPON_00236)
200 [ | | | | 208209 213 | | 217218 219 220 221 222 223 | 225226 228 231232 | 235

\MGPRip\asmid7288915787,000009: 212,898-261,673 (+)
N-acetyl-alpha-D-glucosaminyl L-malate deacetylase 1 (PDBBKKIO_00347)

UDP-N»acetyl-alph;?—TD-qucosamine Cé6 dehydratase (PDBBKKIO_00344)

Bifunctional polymyxin resistance protein ArnA (PDBBKKIO_00346)
‘ D-inositol-3-phosphate glycosyltransferase (PDBBKKIO_00334)
Glucose-1-phosphate cytidylyltransferase (PDBBKKIO_00340)
D-inositol-3-phosphate giycosyltransferase (ﬁDBBKKIO_00343) D-inositol-3-phosphate glycosyltransferase (PDBBKKIO_00327)
putative sugar transferase EpsL (PD‘BBKE'07_00345) ‘ Adaptive-response sensory-kinase SasA (PDBBKKIO_00318)
| dTDP-glucose 4,6-dehydratase (PDBBKKIO_00336) Jallet_1A_hits_grouped (PDBBKKIO_00322)

Jallet_2B_hits_grouped (PDBBKKIO_00338) Regulator of Rpo$ (PDBBKKIO_00321)
O-antigen (VF0392) (PDBBKKIO. 00339) BopD (VF0362) (PDBBKKIO_00317)
Jallet_2B_hits_grouped (PDBBKKIO_00348) LP$ VF0124 PDBBKKIO  00335) 324 Xylulose kinase (PDBBKKIO_00315)
349 nm | 342341 337 | | | 333 332 331 330 329 328 | 326325 323 320319 | 316
I — L} — L

IMGPR_plasmid_3300035331_000015:342,972-391,815 (-)
k 20000 nt {
defence (DefenseFinder) virulence (VFDB)




