
IMGPR_plasmid_2827789216_000003: 434,642-443,932 (+); 1-9,814 (+)

1 2
Ureidoglycolate lyase (GEJNEOLJ_00003)

Alcohol dehydrogenase [acceptor] (GEJNEOLJ_00004)

C4-dicarboxylate TRAP transporter large permease protein DctM (GEJNEOLJ_00005)
Bacillibactin (VF0586) (GEJNEOLJ_00394)

Michele_1A_hits_grouped (GEJNEOLJ_00395)

Mitomycin biosynthesis 6-O-methyltransferase (GEJNEOLJ_00396)
Vibriobactin receptor ViuA (VF0640) (GEJNEOLJ_00397)

398 399

Tyrosine recombinase XerC (GEJNEOLJ_00400)

IMGPR_plasmid_3300035329_000003: 77,441-97,026 (-)

69Tyrosine recombinase XerC (JHAJLEHN_00075)76

IMGPR_plasmid_2895313911_000001: 312,854-331,951 (+)

296 297 Lactate-binding periplasmic protein (HHHLKKJC_00302)

IMGPR_plasmid_2884546135_000003: 25,360-44,001 (-)

30

IMGPR_plasmid_3300035328_000010: 76,930-96,049 (-)

7376

IMGPR_plasmid_2740892280_000004: 26,403-60,623 (-)

31

Michele_2A_hits_grouped (HEEJGINE_00032)

4-hydroxy-tetrahydrodipicolinate synthase (HEEJGINE_00033)

Hydantoin racemase (HEEJGINE_00034)
8-oxoguanine deaminase (HEEJGINE_00035)

Atrazine chlorohydrolase (HEEJGINE_00036)

Periplasmic dipeptide transport protein (HEEJGINE_00037)

Vitamin B12 import ATP-binding protein BtuD (HEEJGINE_00038)

Pseudomonine (VF0936) (HEEJGINE_00039)

Dipeptide transport system permease protein DppC (HEEJGINE_00040)
Glutathione transport system permease protein GsiC (HEEJGINE_00041)

Oligopeptide-binding protein oppA (VF0786) (HEEJGINE_00042)

354827590_fosA-NCBIFAM FosA family fosfomycin resistance glutathione transferase (NF000094.1) (HEEJGINE_00043)

HTH-type transcriptional repressor RspR (HEEJGINE_00044)

D-hydantoinase (HEEJGINE_00045)
46

Extracellular serine protease (HEEJGINE_00047)
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defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)


