Hca operon transcriptional activator HcaR (MEPNOBLF_00054)
Copper resistance protein C (MEPNOBLF,OOOEl)

Copper resistan?protein D (MEPNOBLF_00052) 1S5 family transposase ISPsp3 (MEPNOBLF_00060)
Copper exporter (VF0849) (MEPNOB[F_OOO50) Cation efflux system protein CusA (MEPNOBLF_00059) Chaperone protein ClpB (MEPNOBLF_00063)
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GO ) —C < <
IMGPR _plasmid_3300005997_000100:46,096-64,477 (+)

Hca operon transcriptional activator HcaR (KJLJOMFO_00004)
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IMGPR_plasmid_2882145518_000002: 16-7,843 (-)

1S5 family transposase ISX0014 (PLANILGI_00002)
Hca operon transcriptional activator HcaR (PLANILGI_00008) Cation efflux system protein CusA (PLANILGI_OOE‘SOS)
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IMGPR_plasmid_2507262019_000006: 248-17,795 (-)

IS5 family transposase ISX0014 (IANBAKCB_00003)
Hca operon transcriptional activator HcaR (IANBAKCB_00009) Cation efflux system protein CusA (IANBAKCB_06004)
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IMGPR_plasmid_3300039918_000076:238-17,785 (-)

IS5 family transposase ISX0014 (BFNIPACM_00007)
Hca operon transcriptional activator HcaR (BFNIPACM_00013) Cation efflux system protein CusA (BFNIPACM_06008)
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D OO oA N ) a H—@COEET

——
IMGPR_plasmid_2744054677_000003: 193-21,617 (-)

1S5 family transposase ISX0014 (GMCPFDIG_00160)
Hca operon transcriptional activator HcaR (GMCPFDIG_00153) Cation efflux system protein CusA (GMCPFDIG_06159)
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IMGPR _plasmid_2744054676_000002: 142,561-164,264 (+)
Hca operon transcriptional activator HcaR (MIPIFHKO_00006)
5 4 3 2 Cation efflux system protein CusA (MIPIFHKO_00001)
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IMGPR_plasmid_2839114053_000001: 77-12,617 (-)

Hca operon transcriptional activator HcaR (GFABJOHC_00007)
6 5 4 3 2 Cation efflux system protein CusA (GFABJOHC_00001)
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IMGPR_plasmid_2724679068_000005: 610-14,161 (-)

PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator (NFO10315.0) (LKCIHHDH_00064)
HTH-type transcriptional regulator DmIR(LKCIHHDH_00062)
DrmD_00013 DrmD (LKCIHHDH_00060) ‘
Hca operon transcriptional activator HcaR (LKCIHHDH_00053) Cation efflux system proteiT CusA (LKCIHHDH,O‘OOS‘?) Merc‘uric trans;‘)ort protein MerT (LKCIHHDH_00065)
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IMGPR _plasmid_2529292743_000008: 45,092-63,505 (+)

HTH-type transcriptional regulator DmIR (HKIOIEEH_00002)
DrmD_00013 DrmD (HKIOIEEH_00004)
Hca operon transcriptional activator HcaR (HKIOIEEH_00011) Cation efflux system protein CusA (HKIOIEEH,O(V)‘ 005)
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IMGPR _plasmid_2537562154_000007:223-17,783 (-)
HTH-type transcriptional regulator HdfR (PLABNNFP_00075)
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IMGPR_plasmid_2675903677_000002: 67,366-73,225 (+)

Hca operon transcriptional activator HcaR (BKHNIEKI_00002)
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IMGPR _plasmid_2671181014_000001: 694-6,707 (-)
Hca operon transcriptional activator HcaR (GHNMDGDK_00050)
Silver exporting P-type ATPase (GHNMDGDK_00046)
Copper-transporting P-type ATPase (GHNMDGDK_00045)
43 | | 51 52

IMGPR_plasmid_3300005795_000044:42,104-49,622 (+)
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