
IMGPR_plasmid_2721755684_000004: 321,550-337,279 (+)

2-iminobutanoate/2-iminopropanoate deaminase (DAEHNDLG_00292)

HTH-type transcriptional regulator HexR (DAEHNDLG_00293)

Michele_2A_hits_grouped (DAEHNDLG_00294)
Sugar efflux transporter C (DAEHNDLG_00295)

N-acetylmannosamine kinase (DAEHNDLG_00296)

297 298

HTH-type transcriptional activator RhaR (DAEHNDLG_00299)

Beta-hexosaminidase (DAEHNDLG_00300)
Flagellin (DAEHNDLG_00301)
Putative multidrug resistance protein MdtD (DAEHNDLG_00302)

1,2-beta-oligoglucan phosphorylase (DAEHNDLG_00303)

IMGPR_plasmid_2842447887_000017: 216,431-232,181 (-)

200

IMGPR_plasmid_2718217882_000004: 426,652-443,669 (+)

402 408 409

IMGPR_plasmid_2565956559_000006: 429,017-446,153 (+)

417 Flagellin (HLJHNPLA_00421)

IMGPR_plasmid_2721755514_000004: 426,058-443,669 (+)

396
Sugar efflux transporter C (NHOEDIFB_00400)

402

IMGPR_plasmid_2838048938_000014: 365,078-382,370 (+)

341 342 MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NF000025.1) (MGKPBKCA_00347)

IMGPR_plasmid_2791355261_000013: 145,426-162,328 (+)

SspA_00001 SspA (OIMJPKAF_00138)
Nodulation protein D 2 (OIMJPKAF_00139)

140 HTH-type transcriptional regulator LutR

IMGPR_plasmid_2928359186_000006: 429,421-443,972 (-)

Sugar efflux transporter C (JFJDNMHB_00404)409

IMGPR_plasmid_2721755823_000004: 327,483-339,619 (+)

Sugar efflux transporter C (IGAGFGKA_00299)

IMGPR_plasmid_2609460209_000011: 133,310-149,726 (+)

137 Putative multidrug resistance protein MdtD (OHEPOACL_00142) 143

IMGPR_plasmid_2896545022_000003: 183,930-197,630 (+)

182 183
3-hydroxy-5-methyl-1-naphthoate 3-O-methyltransferase (FDLGDLMF_00187)

Pseudomonine (VF0936) (FDLGDLMF_00189)

NEAT-type hemophore-mediated heme uptake system (VF0672) (FDLGDLMF_00190)

7000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


