4-deoxy-L-threo-5-hexosulose-uronate ketol-isomerase 1 (OIMJPKAF_00148)
Cell division topological specificity factor (OIMJPKAF_00154)
1-deoxyxylulose-5-phosphate synthase YajO (OIMJPKAF_00153)
Septum site-determininé protein MinD (OIMJPKAF_00155)
Michele_2A_hits_grouped (OIMJPKAF_00147)
3'-5' exonuclease DinG (OIMJPKAF_00150)
149 151 152

Septum site-determining protein MinC (OIMJPKAF_00156)

Al

I
IMGPR _plasmid_2791355261 000013: 163,199-171,335 (+)
1S4 family transposase 1S186B (IGAGFGKA_00314)

IMGPR _plasmid 2721755823 000004: 346,442-355,321 (+)

408 406 405 Formyltetrahydrofolate deformylase (KKCNPNLM_00401)
¢ C—HCH - KKK
IMGPR_plasmid_2791355263_000017:424,277-434,549 (-)

HTH-type transcriptional regulator LutR (CGEJDOKP_00314)

151182 family transposase ISRsp20 (CGEJDOKP_00320)
319 321

K O H-ACK
1 HEEO!
IMGPR _plasmid 2721755819 _000004:339,159-349,685 (+)
Adaptive-response sensory-kinase SasA (CNMGEJDB_00355)
3'-5' exonuclease DinG (CNMGEJBB_OO354)
RegX3 (VF0858) (CNMGEJDB_00356)
1,2-beta-oligoglucan phosphorylase (CNMGEJDB_00349) \ 357

xS G G G S SN ¢ G

I
IMGPR _plasmid_2615840624_000018: 375,648-390,733 (+)
Spermidine/putrescine transport system permease protein PotB (FDLGDLMF_00206)
Inner membrane ABC transporter permease protein YdcV (FDLGDLMF_00207)
Spermidine/putrescine import ATP-binding protein PotA (FDLGDLMF 00204)

Michelé_2A_hit§_grouped (FDLGDLMF_00208) Cold shock protein CspA (FDLGDLMF_00211)
Spermidine/putrescine-binding periplasmic pro{ein (FDILGDLMfE_OOZOS) Aminomethyltransferase (FDLGDLMFI)OZlO)
203 \ \ \ \ 209 | 212213

CH—HCH O H o D

IMGPR_plasmid_2896545022_000003: 208,092-227,302 (+)
Spermidine/putrescine transport system permease protein PotB (PBAGENFK_00146)
Inner membrane ABC transporter permease protein YdcV (PBAGENFK_00145)
Spermidine/putrescine import ATP-binding protein PotA (PBAGENFK 00148)
Michele_2A_hits_grouped (PBAGENFK_00144) Cold shock protein CspA (PBAGENFK_00141)
Spermidine/putrescine-binding periplasmic protein (PBAGENFK_00147) Aminomethyltransferase (PBAGENFK_ 00142)
148 | | | | 142 | 139138

CHHCH o H L o o e+

IMGPR_plasmid_2510065076_0000083: 152,296-171,508 (-)

Spermidine/putrescine transport system permease protein PotB (NOBAPFBI_00391)
Inner membrane ABC transporter permease protein YdcV (NOBAPFBI_00392)

Spermidine/putrescine import ATP-binding protein PotA (NOBAPFBI_00389) Aminomethyltransferase (NOBAPFBI_00395)
Haloalkane dehalogenase (NOBAPFBI_00383) Michele_2A _hits_grouped (NOBAPFBI_00393) 396
384 385 388 390 | | 394 1397

COH— 3 T T W o o e DDA KT

IMGPR _plasmid 2739367694 _000016:416,365-437,721 (+)
Cold shock protein CspA (CEPLJHMP_00041)
Aminomethyltransferase (CEPLJHMPTOOO42)
43 | 40 39

H

IMGPR _plasmid_643348569_000003: 38,618-52,035 (-)
Cold shock protein CspA (CKIOFDAC_00335)
Aminomethyltransferase (CKIOFDACTOO334)
332 | 335336

H DA

Spermidine/putrescine transport system permease protein PotB (JFEJDNMHB_00385)
Inner membrane ABC transporter permease protein YdcV (JFJDNMHB_00384)
Spermidine/putrescine import ATP-binding protein PotA (J FJDNMHB 00387)

IMGPR_plasmid_2842341865_000014: 353,358-366,776 (+)

Adaptive-response sensory-kinase SasA (JFJDNMHB_00393) Spermidine-binding periplasmic protein Spu$ (JFJDN‘MHB,OO386)
RegX3 (VF0858) (JFJDNMHB_00392) Michele_2A_hits_grouped (JFJDNMHB_00383)

\ 391 388 \ 382 Aminomethyltransferase (JFJDNMHB_00381)

H K H L o o+ XX K]

Spermidine/putrescine transport system permease protein PotB (FILIGIDN_00014)
Inner membrane ABC transporter permease protein YdcV (FILIGIDN_00013)
Spermidine/putrescine import ATP-binding protein PotA (FILIGIDN_OOOlé)
Spermidine-binding periplasmic protein SpdE (FILIGIDN_OOOlS)
‘ Michele_2A_hits_grouped (FILIGIDN_00012)
24 17 \ 11 Aminomethyltransferase (FILIGIDN_00010)

d—EEC K T S H AT

—
IMGPR_plasmid_2928373995_000008: 6,405-26,971 (-)

I
IMGPR_plasmid_2928359186_000006: 407,225-427,793 (-)

HTH-type transcriptional activator RhaS (LDKMAPHI_00285) Cold shock protein CspA (LDKMAPHI_00289)
Aminomethyltransferase (LDKMAPHI_00288)
285 286 | 289 290

283
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—
IMGPR_plasmid_2517287029_000004: 305,526-323,525 (+)

Adaptive-response sensory-kinase SasA (MNJHOGOJ_00347) Cold shock protein CspA (MNJHOGOJ_00358)
Haloalkane dehalogenase (MNJHOGOJ_00351) Se?tum site-determining protein MinD
RegX3 (VF0858) (MNJHOGOJ_00348) Aminomethyltransferase (MNJHOGOJ'00357)
349 350 352 353 356 | 360

CH I K

IMGPR_plasmid_3300025273_000170:383,559-402,514 (+)
} 8000 nt {
defence (DefenseFinder) virulence (VFDB)




