Diacetylchitobiose uptake system permease protein DasC (JFJDNMHB_00124)
Inner membrane ABC transporter permease protein YcjO (JFJDNMHB_00125)

Sulfate/thiosulfate import ATP-binding protein CysA (JFJDNMHB_00131)

HTH-type transcriptional regulator LutR (JFJDNMHB_00128)

L-alanine/L-glutamate racemase (JFJDNMHB_00127)
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HitABC (VF0268) (JFJDNMHB_00130)
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IMGPR_plasmid_2928359186_000006: 129,210-143,238 (+)

Fe(3+) ions import ATP-binding protein FbpC (AFHIGFHM_00226)
HitABC (VF0268) (AFHIGFHM_00227)
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IMGPR_plasmid_2791355262_000021: 249,805-264,191 (-)

Fe(3+) ions import ATP-binding protein FbpC (PJIAIELL_00014)
HitABC (VF0268) (PJ IAIELL_00613) Inner membrane protein YqaA (PJIAIELL_00018)
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IMGPR_plasmid_2630968325_000004: 6,238-22,772 (+)
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Sulfate/thiosulfate import ATP-binding protein CysA (PPLNPBBJ_00160)
Global nitrogen regulator (PPLNPBBJ_00158)
HitABC (VF0268) (PPLNPBBJ_00161)
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IMGPR_plasmid_2842192696_000006: 155,603-172,131 (-)

162 \ 159 157 Inner membrane protein YgaA (PPLNPBBJ_00156)
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Sulfate/thiosulfate import ATP-binding protein CysA (JILBGOFG_00099)
G‘obal nitrogen regulator (JILBGOFG_00097)
HitABC (VF0268) (JILBGOFG_00100)
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IMGPR_plasmid_2842317721_000020: 88,791-105,318 (-)
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IMGPR_plasmid_2775507240_.000004: 475,455-482,461 (+)
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101 | 98 96 Inner membrane protein YqaA (JILBGOFG_00095)
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IMGPR_plasmid_643348569_000003: 262,633-274,899 (+)
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IMGPR_plasmid_2842341865_.000014: 147,780-160,032 (-)

Cell division protein FtsP (MGKPBKCA_00218)
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IMGPR_plasmid_2838048938_000014: 231,835-245,733 (-)

Cell division protein FtsP (ODMAFMLI_00323)
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IMGPR_plasmid_2842447887_000017: 349,987-363,885 (+)
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IMGPR_plasmid_2721755823.000004: 191,957-203,676 (-)
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