UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapeptide) pyrophosphoryl-undecaprenol N-acetylglucosamine transferase (DGCBDPAE_00324)
Cytochrome bo(3) ubiquinol oxidase subunit 3 (DGCBDPAE_00317)
Inner membrane metabolite transport protein YhjE (DGCBDPAE_00320)

Cytochrome bo(3) ubiquinol oxidase subunit 1 (DGCBDPAE_OO318) D-inositol-3-phosphate glycosyltransferase (DGCBDPAE_00325)
316 | 319 | 321322 323 | 326

IMGPR _plasmid 2515075009 _000005: 361,165-374,450 (+)
348

IMGPR plasmid_2630968330_000006: 368,437-381,744 (-
287 289

n K K |

IMGPR _plasmid_2896557008_000004: 304,173-317,462 (+)
1S630 family transposase ISRm2011-2 (JHKKEMNO_00157)

156 158
IMGPR _plasmid_2516653047_000004: 170,332-184,677 (+)
31
IMGPR _plasmid_2850828621_000005: 35,806-49,682 (+)
291
IMGPR _plasmid_2928359186_000006: 300,639-314,117 (-)
431
IMGPR _plasmid_2513237084_000007:456,111-469,417 (-)
407
IMGPR _plasmid_2513237085_000008: 438,94 5-452,825 (-)
8 11
IMGPR _plasmid_2918430697_000003: 1,802-15,636 (+)
32 Serine/threonine-protein phosphatase 2 (DAEHNDLG_00033)
IMGPR _plasmid_2721755684_000004: 35,349-50,949 (+)
92 Serine/threonine-protein phosphatase 2 (ODMAFMLI_00091)

>—D—Dﬂ K B K K |

244 245 Serine/threonine-protein phosphatase 2 (OHEPOACL_00246)

- O—D-CK B 8 K |

172 171Bis(5'-nucleosyl)-tetraphosphatase, symmetrical (PJIAIELL_00170)

DD - I~ K K |

73 74

—DDEK I~ K K |

362 363

DK B K K |

302 301

100K < K K |

259 260

—O-EK a K K |

53 54 55 Serine/threonine-protein phosphatase 2 (MECAALCG_00056)

— & D—D-EK a K K |

IMGPR_plasmid_2933599457_000003: 58,512-74,117 (+)

IMGPR_plasmid_2842447887_000017: 91,228-106,830 (-)

IMGPR_plasmid_2609460209_000011:258,971-274,554 (+)

IMGPR_plasmid_2630968325_000004: 168,636-183,584 (-)

IMGPR_plasmid_2615840624_000018:77,166-91,243 (+)

IMGPR_plasmid_2842317721_000020: 378,927-392,955 (+)

IMGPR_plasmid_2928373995_000008: 322,694-336,746 (-)

IMGPR_plasmid_2838061910_000015:274,083-289,653 (+)

366 365 362 361 WYL_LII_IN_IV_V_VI_1 (CEPLJHMP_00362)

(G G S S ) K e

IMGPR_plasmid_643348569_000003: 391,265-407,197 (-)

262 263

O N — HOHEK KK K K |

IMGPR_plasmid_2791355261_000013:292,273-308,051 (+)

111 110 109

X K — ——DDEK IO K ¢ K

IMGPR_plasmid_2509276033_000002: 115,430-132,541 (-)

Nickel import system permease protein NikB
32 33 35 39 |

HEHEK x K K K l
IMGPR_plasmid_2850814604_000003: 37,988-53,175 (+)

Serine/threonine-protein phosphatase 2 (KLPDOEOB_00032)
1

34 Nickel import system permease protein NikB (KLPDOEOB_00039)
IMGPR plasmid_271821819%_000004: 35,729-53,181 (+)
53 54 55 57 58
IMGPR _plasmid_2838048938_000014: 60,314-76,923 (+)
452 451 WYL_I_II_III_IV_V_VI_1 (PBAGENFK_00451)

K KK K]

IMGPR_plasmid_2510065076_000003: 488,178-504,740 (-)

15 16 WYL_LILII_IV_V_VI_1 (CKIOFDAC_00017)

K K il G G G G G G G

IMGPR_plasmid_2842341865_.000014: 11,827-28,130 (+)

365
36AT366 WYL_LI_II_IV_V_VI_1 (FDLGDLMF_00368)

¢ K — —K —aAECK { K X K |

I
IMGPR_plasmid_2896545022_000003: 387,815-404,377 (+)

Michele_1A_hits_grouped (AFHIGFHM_00084)
83 85

K — —o— K —E-@1— K K X K

I
IMGPR _plasmid_2791355262_000021:89,124-108,352 (+)
} 7000 nt {
defence (DefenseFinder)
N




