
IMGPR_plasmid_2896545022_000003: 10,713-17,903 (+)

Multifunctional non-homologous end joining protein LigD (FDLGDLMF_00013)

14
15

16
17

1819

Type-4 uracil-DNA glycosylase (FDLGDLMF_00020)
putative cardiolipin synthase YwiE (FDLGDLMF_00021)

22 23

IMGPR_plasmid_2791355263_000017: 113,921-123,114 (-)

HTH-type transcriptional regulator PgrR (KKCNPNLM_00110)115120

IMGPR_plasmid_2825118518_000008: 255,090-263,652 (-)

238239
240

245247

IMGPR_plasmid_2824993554_000006: 266,426-274,979 (+)

244

IMGPR_plasmid_2872747094_000004: 194,536-205,394 (+)

170
171

Sensor histidine kinase RcsC (BNCMMLDE_00172)

174

IMGPR_plasmid_2842311132_000020: 132,477-143,335 (-)

Sensor histidine kinase RcsC (FJFGBAIK_00139)
140

141

IMGPR_plasmid_2775507240_000004: 10,879-21,653 (-)

21
Sensor histidine kinase RcsC (CKOFAEAL_00022)

23

IMGPR_plasmid_2718218235_000004: 173,846-186,850 (+)

Glycogen operon protein GlgX (KFJGOHPA_00149)

154155
Sensor histidine kinase RcsC (KFJGOHPA_00156)

IMGPR_plasmid_2721755684_000004: 175,765-188,768 (+)

158159
Sensor histidine kinase RcsC (DAEHNDLG_00160)

IMGPR_plasmid_2738541344_000019: 74,387-87,333 (+)

Multifunctional non-homologous end joining protein LigD (AFHPPLCG_00076)
Multifunctional non-homologous end joining protein LigD (AFHPPLCG_00077)

81
Sensor histidine kinase RcsC (AFHPPLCG_00082)

83

IMGPR_plasmid_2842317721_000020: 74,383-87,422 (+)

79 Sensor histidine kinase RcsC (JILBGOFG_00080)

IMGPR_plasmid_3300025273_000170: 234,713-244,122 (+)

206

IMGPR_plasmid_2509276033_000002: 500,385-510,162 (-)

455
Michele_2A_hits_grouped (EGLAHEBD_00461)

IMGPR_plasmid_2842489311_000013: 301-13,336 (+)

7 Sensor histidine kinase RcsC (ABMEHFMD_00010)

IMGPR_plasmid_2928359186_000006: 148,998-169,014 (-)

Protein ChrB (JFJDNMHB_00150)151
Protein ChrB (JFJDNMHB_00152)

Chromate transport protein (JFJDNMHB_00153)

154155

Inner membrane protein YqaA (JFJDNMHB_00156)

157158
Sensor histidine kinase RcsC (JFJDNMHB_00159)

160

IMGPR_plasmid_2615840624_000018: 200,400-217,801 (+)

184 186 187

Inner membrane protein YqaA (CNMGEJDB_00188)

189 190 191
Protein ChrB (CNMGEJDB_00192)

193 Protein ChrB (CNMGEJDB_00194)

IMGPR_plasmid_2850828621_000005: 243,229-268,398 (+)

221 222 223

Inner membrane protein YqaA (PNGCKJJC_00224)

Copper-sensing transcriptional repressor CsoR (PNGCKJJC_00225)

Zinc transporter ZitB (PNGCKJJC_00226)

putative membrane transporter protein (PNGCKJJC_00227)
Beta-lactamase hydrolase-like protein (PNGCKJJC_00228)

Cysteine desulfurase (PNGCKJJC_00229)

DNA-binding transcriptional activator DecR (PNGCKJJC_00230)

231 232 233

FAD-dependent urate hydroxylase (PNGCKJJC_00234)
FbpABC (VF0272) (PNGCKJJC_00235)

L-cystine-binding protein TcyJ (PNGCKJJC_00236)
putative amino-acid permease protein YxeN (PNGCKJJC_00237)

putative amino-acid permease protein YxeN (PNGCKJJC_00238)

239

IMGPR_plasmid_2728369397_000005: 238,876-266,644 (+)

Sensor histidine kinase RcsC (EOHJNKMJ_00215)
216 217

Inner membrane protein YqaA (EOHJNKMJ_00218)

Copper-sensing transcriptional repressor CsoR (EOHJNKMJ_00219)

Zinc transporter ZitB (EOHJNKMJ_00220)

putative membrane transporter protein (EOHJNKMJ_00221)
Beta-lactamase hydrolase-like protein (EOHJNKMJ_00222)

Cysteine desulfurase (EOHJNKMJ_00223)

DNA-binding transcriptional activator DecR (EOHJNKMJ_00224)

225 226

HTH-type transcriptional regulator ArgP (EOHJNKMJ_00227)
FAD-dependent urate hydroxylase (EOHJNKMJ_00228)

FbpABC (VF0272) (EOHJNKMJ_00229)
L-cystine-binding protein TcyJ (EOHJNKMJ_00230)

L-cystine transport system permease protein TcyL (EOHJNKMJ_00231)
putative amino-acid permease protein YxeN (EOHJNKMJ_00232)

233

IMGPR_plasmid_2565956559_000006: 249,231-274,400 (+)

228
229

230 231

Inner membrane protein YqaA (HLJHNPLA_00232)

Copper-sensing transcriptional repressor CsoR (HLJHNPLA_00233)

Zinc transporter ZitB (HLJHNPLA_00234)

putative membrane transporter protein (HLJHNPLA_00235)
Beta-lactamase hydrolase-like protein (HLJHNPLA_00236)

Cysteine desulfurase (HLJHNPLA_00237)

DNA-binding transcriptional activator DecR (HLJHNPLA_00238)

239 240

HTH-type transcriptional regulator ArgP (HLJHNPLA_00241)
FAD-dependent urate hydroxylase (HLJHNPLA_00242)

FbpABC (VF0272) (HLJHNPLA_00243)
L-cystine-binding protein TcyJ (HLJHNPLA_00244)

putative amino-acid permease protein YxeN (HLJHNPLA_00245)
putative amino-acid permease protein YxeN (HLJHNPLA_00246)

247

IMGPR_plasmid_2721755514_000004: 241,502-266,551 (+)

Sensor histidine kinase RcsC (NHOEDIFB_00219)

220
221

putative membrane transporter protein (NHOEDIFB_00222)

Beta-lactamase hydrolase-like protein (NHOEDIFB_00223)
Cysteine desulfurase (NHOEDIFB_00224)

DNA-binding transcriptional activator DecR (NHOEDIFB_00225)

226 227

HTH-type transcriptional regulator ArgP (NHOEDIFB_00228)

FAD-dependent urate hydroxylase (NHOEDIFB_00229)
FbpABC (VF0272) (NHOEDIFB_00230)

L-cystine-binding protein TcyJ (NHOEDIFB_00231)

L-cystine transport system permease protein TcyL (NHOEDIFB_00232)

putative amino-acid permease protein YxeN (NHOEDIFB_00233)

234

IMGPR_plasmid_2791355264_000014: 291,197-316,326 (+)

Sensor histidine kinase RcsC (PONKLDJO_00263)
264

putative membrane transporter protein (PONKLDJO_00265)

Beta-lactamase hydrolase-like protein (PONKLDJO_00266)
Cysteine desulfurase (PONKLDJO_00267)

DNA-binding transcriptional activator DecR (PONKLDJO_00268)

269 270

HTH-type transcriptional regulator ArgP (PONKLDJO_00271)

FAD-dependent urate hydroxylase (PONKLDJO_00272)
FbpABC (VF0272) (PONKLDJO_00273)

L-cystine-binding protein TcyJ (PONKLDJO_00274)

L-cystine transport system permease protein TcyL (PONKLDJO_00275)

putative amino-acid permease protein YxeN (PONKLDJO_00276)

277

IMGPR_plasmid_2609460209_000011: 398,741-405,655 (+)

Inner membrane protein YebZ (OHEPOACL_00367)

368
369

370 371

10000 nt

defence (DefenseFinder) virulence (VFDB)


