
IMGPR_plasmid_3300004207_000005: 75-11,030 (+)
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Type IV secretion system putative outer membrane lipoprotein/BS1330_II0058 (BFEGELBB_00008)

9 10 11
VirB type IV secretion system (VF0365) (BFEGELBB_00012)

Type IV secretion system protein virB10

IMGPR_plasmid_3300024921_000006: 129-10,564 (+)

1 2 3 4 5 6

IMGPR_plasmid_3300024953_000009: 260-16,258 (+)

1 2 3

DNA-invertase hin (JKOCLBCL_00004)

MTase_II_00047 Type (JKOCLBCL_00005)
6

REase_II_00065 Type (JKOCLBCL_00007)

PDC-S06_WP_156124124.1 (JKOCLBCL_00008)

IMGPR_plasmid_3300024971_000012: 14,126-29,971 (-)

20
Gao_Mza__MzaB (EPIHDAPO_00021)

2223
MTase_II_00147 Type (EPIHDAPO_00024)

NEase_II_00006 Type (EPIHDAPO_00025)
RM_Type_II__Type_II_REase27 (EPIHDAPO_00026)

2728

IMGPR_plasmid_3300024900_000012: 11,244-26,775 (-)

17
Gao_Mza__MzaB (LBIFECGP_00018)

1920
MTase_II_00147 Type (LBIFECGP_00021)

NEase_II_00006 Type (LBIFECGP_00022)
RM_Type_II__Type_II_REase27 (LBIFECGP_00023)

24

IMGPR_plasmid_3300024921_000008: 8,873-28,311 (-)
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Gao_Mza__MzaB (GJBCKCDJ_00017)

1819
MTase_II_00147 Type (GJBCKCDJ_00020)

NEase_II_00006 Type (GJBCKCDJ_00021)
RM_Type_II__Type_II_REase27 (GJBCKCDJ_00022)

2324252627

IMGPR_plasmid_3300004228_000018: 21-10,265 (+)

1 2
Gao_Mza__MzaB (IIHIMDEC_00003)

4

IMGPR_plasmid_3300035074_000010: 11,355-25,088 (-)

VirB type IV secretion system (VF0365) (PGEONNCG_00013)shah_acc_0139 HKD+Snf2 (PGEONNCG_00018)19
MTase_III_00003 Type (PGEONNCG_00020)

IMGPR_plasmid_3300004161_000011: 295-10,170 (+)

4
VirB type IV secretion system (VF0365) (GKFICFLO_00007)

Type IV secretion system protein virB8 (GKFICFLO_00008)
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7000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


