
IMGPR_plasmid_3300031088_000198: 36,677-47,645 (+)

DS-15__DS-15A (GIGLLFGL_00039)
Transcriptional repressor protein KorB (GIGLLFGL_00040)

41 42 43 44 45
Protein UmuC (GIGLLFGL_00046)

LexA repressor (GIGLLFGL_00047)
Metal cation efflux system protein CzcD (GIGLLFGL_00048)

MtrCDE (VF0451) (GIGLLFGL_00049)

IMGPR_plasmid_3300031132_000070: 179-15,147 (-)

12
Cobalt-zinc-cadmium resistance protein CzcB (BPFKAJCJ_00003)

MtrCDE (VF0451) (BPFKAJCJ_00004)

Metal cation efflux system protein CzcD (BPFKAJCJ_00005)
LexA repressor (BPFKAJCJ_00006)

Protein UmuC (BPFKAJCJ_00007)

IMGPR_plasmid_3300011165_000003: 150-19,395 (-)

Fe(2+) transporter FeoB (ENMGOCAA_00001)
2

Zinc transporter ZitB (ENMGOCAA_00003)

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (ENMGOCAA_00004)

56

Cobalt-zinc-cadmium resistance protein CzcB (ENMGOCAA_00007)

MtrCDE (VF0451) (ENMGOCAA_00008)

Metal cation efflux system protein CzcD (ENMGOCAA_00009)

10

IS5 family transposase ISAba12 (ENMGOCAA_00011)

Protein UmuC (ENMGOCAA_00012)
PDC-S61_WP_206767125.1 (ENMGOCAA_00014)

IMGPR_plasmid_2791355507_000002: 28,889-36,919 (+)

Protein UmuC (NIFADJAP_00039)
LexA repressor (NIFADJAP_00040)

IS6 family transposase IS1007 (NIFADJAP_00041)

IMGPR_plasmid_3300011563_000013: 200-10,281 (-)

1

RM_Type_II__Type_II_MTases_FAM_10 (INILJKMK_00002)
REase_II_00022 Type (INILJKMK_00003)

LexA repressor (INILJKMK_00004)
Protein UmuC (INILJKMK_00005)

IMGPR_plasmid_3300013723_000007: 33,157-46,928 (+)

Protein UmuC (CNFKNCEL_00040)
LexA repressor (CNFKNCEL_00041)

42

MTase_II_00053 Type (CNFKNCEL_00043)
REase_MTase_IIG_00009 Type (CNFKNCEL_00044)

45 IS6 family transposase ISOur1 (CNFKNCEL_00046)

IMGPR_plasmid_3300014627_000006: 25,041-32,888 (+)

Protein UmuC (GJPGNCMO_00035)
IS5 family transposase ISAba12 (GJPGNCMO_00036)

37

IMGPR_plasmid_3300011880_000016: 78-9,930 (-)

12

putative cysteine-rich protein YhjQ (IDDDFEPO_00003)
IS5 family transposase ISAba12 (IDDDFEPO_00004)

Protein UmuC (IDDDFEPO_00005)

IMGPR_plasmid_3300013132_000013: 33,369-41,889 (+)

35
Protein UmuC (ALBIAHOF_00037)

LexA repressor (ALBIAHOF_00038)

39 DNA-invertase hin (ALBIAHOF_00040)

IMGPR_plasmid_3300044275_000022: 373-6,502 (-)

Protein UmuC (HMPILFFA_00001)
Protein UmuC (HMPILFFA_00002)

IMGPR_plasmid_3300014526_000021: 60-7,460 (-)

Protein UmuC (HHINOOKN_00001)
IS256 family transposase ISAba42 (HHINOOKN_00004)

IMGPR_plasmid_3300027870_000018: 42-9,526 (-)

Metal cation efflux system protein CzcD (GPKFIJKI_00001)234
IS6 family transposase ISOur1 (GPKFIJKI_00005)

Protein UmuC (GPKFIJKI_00006)

IMGPR_plasmid_3300022664_000038: 26,684-33,184 (+)

27 32
IS5 family transposase ISAha2 (MANIOMCG_00033)

34

IMGPR_plasmid_3300031110_000251: 131-15,386 (-)

123

ISL3 family transposase ISSm4 (NMCLCCLK_00004)
RM__Type_I_REases_FAM_1.einsi_trimmed (NMCLCCLK_00005)

AbiD__AbiD (NMCLCCLK_00006)

Specificity_I_00123 Type (NMCLCCLK_00007)

RM__Type_I_MTases_FAM_3 (NMCLCCLK_00008)

7000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


