
IMGPR_plasmid_3300053491_061426: 49,458-69,982 (+)

55

2-hydroxy-6-oxononadienedioate/2-hydroxy-6-oxononatrienedioate hydrolase (CBBGLNOI_00056)

2-phosphonomethylmalate synthase (CBBGLNOI_00057)
58 59 60 Tyrocidine synthase 3 (CBBGLNOI_00061)

IS630 family transposase ISBs2 (CBBGLNOI_00062)

63 6465 66
Aerobactin (VF0229) (CBBGLNOI_00067)

L-methionine/branched-chain amino acid exporter YjeH (CBBGLNOI_00068)
Phosphatidylcholine-preferring phospholipase C (PC-PLC) (VF0662) (CBBGLNOI_00069)

70

IMGPR_plasmid_3300053491_059014: 69,121-89,751 (+)

2-phosphonomethylmalate synthase (JEFIHCBE_00081) Putative transposase InsK for insertion sequence element IS150 (JEFIHCBE_00087)

IMGPR_plasmid_3300053491_060486: 7,652-28,186 (-)

14151822

IMGPR_plasmid_3300053491_060740: 5,460-28,227 (-)

7
Extracellular ribonuclease (CPJIHJHA_00008)

914
IS3 family transposase ISCce3 (CPJIHJHA_00015)

IMGPR_plasmid_3300053491_061427: 49,550-70,161 (+)

55 57 62
IS3 family transposase ISCce4 (GCNPJLGH_00063)

64 69

IMGPR_plasmid_3300053491_061608: 67,687-88,240 (+)

80 87 88

IMGPR_plasmid_3300053491_055798: 49,437-69,232 (+)

53
2-phosphonomethylmalate synthase (JEJPKLBJ_00055)

58 60
IS3 family transposase ISRso8 (JEJPKLBJ_00062)

63

IMGPR_plasmid_3300053491_063699: 53,613-70,127 (+)

65 66

IMGPR_plasmid_3300053491_058324: 53,527-70,024 (+)

62 63
64

65

IMGPR_plasmid_3300053491_058550: 29,648-45,392 (+)

40 41 42

IMGPR_plasmid_3300053491_060142: 61,140-77,584 (+)

75 76 77 82

IMGPR_plasmid_3300053491_059311: 47,982-63,774 (-)

66

IMGPR_plasmid_3300053491_058756: 11,209-34,371 (-)

Extracellular ribonuclease (EBMCFPOD_00013)
14152021Homocitrate synthase (EBMCFPOD_00027)

CBASS__AG_E1_ThiF ThiF family (EBMCFPOD_00029)

IMGPR_plasmid_3300053491_058753: 7,630-29,080 (-)

161920

IMGPR_plasmid_3300053491_059309: 66,771-89,908 (+)

77
Putative transposase InsK for insertion sequence element IS150 (EAMBFPLB_00083)

84 85 91

9000 nt

defence (DefenseFinder) virulence (VFDB)


