
IMGPR_plasmid_3300053491_058753: 14,756-36,170 (+)

IS630 family transposase ISBs2 (HBAIBJKA_00017)
Tyrocidine synthase 3 (HBAIBJKA_00018) 19

20
21

Homocitrate synthase (HBAIBJKA_00022)

23

CBASS__AG_E1_ThiF ThiF family (HBAIBJKA_00024)

25 26
Aureolysin (VF0024) (HBAIBJKA_00027)

IS3 family transposase ISCce4 (HBAIBJKA_00028)

29 Lipoprotein E (HBAIBJKA_00030)

IMGPR_plasmid_3300053491_059014: 61,059-73,381 (-)

7072

Putative transposase InsK for insertion sequence element IS150 (JEFIHCBE_00073)

Aureolysin (VF0024) (JEFIHCBE_00074)
757678

2-hydroxy-6-oxononadienedioate/2-hydroxy-6-oxononatrienedioate hydrolase (JEFIHCBE_00080)

2-phosphonomethylmalate synthase (JEFIHCBE_00081)

8384

IMGPR_plasmid_3300053491_061427: 41,479-61,886 (-)

Aureolysin (VF0024) (GCNPJLGH_00049)50515255
2-phosphonomethylmalate synthase (GCNPJLGH_00056)

57

IMGPR_plasmid_3300053491_061608: 59,651-79,992 (-)

73Aureolysin (VF0024) (LAJNJDHG_00076)
CBASS__AG_E1_ThiF ThiF family (LAJNJDHG_00077)

80

IMGPR_plasmid_3300053491_060486: 15,888-36,192 (+)

18 22
CBASS__AG_E1_ThiF ThiF family (PINAKNML_00025)

Aureolysin (VF0024) (PINAKNML_00026)

IMGPR_plasmid_3300053491_059311: 63,550-75,833 (+)

73 77

CBASS__AG_E1_ThiF ThiF family (CMDCJJDJ_00078)
Aureolysin (VF0024) (CMDCJJDJ_00079)

Collagenase ColT (CMDCJJDJ_00081)

IMGPR_plasmid_3300053491_058755: 53,385-73,746 (-)

70

Thermostable neutral protease NprT (BICKIIBC_00074)

7576
CBASS__AG_E1_ThiF ThiF family (BICKIIBC_00077)

IMGPR_plasmid_3300053491_061426: 41,426-61,776 (-)

49

IS3 family transposase ISCce3 (CBBGLNOI_00050)
Mpl (VF0065) (CBBGLNOI_00051)

5253

IMGPR_plasmid_3300053491_060740: 15,914-36,279 (+)

25 26
Aureolysin (VF0024) (CPJIHJHA_00027)

IS3 family transposase ISCce3 (CPJIHJHA_00028)

29

IMGPR_plasmid_3300053491_058550: 17,559-26,112 (-)

Thermostable neutral protease NprT (JPKKOJHM_00024)25262728

IMGPR_plasmid_3300053491_063699: 41,521-49,991 (-)

50515253

IMGPR_plasmid_3300053491_059309: 54,416-81,087 (-)

64656667686972
Aureolysin (VF0024) (EAMBFPLB_00073)

Sulfur carrier protein ThiS adenylyltransferase (EAMBFPLB_00074)

77
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