
IMGPR_plasmid_3300053491_058324: 48,548-65,297 (+)

CBASS__AG_E1_ThiF ThiF family (KAPHNEPH_00051)

52 53 54

2-phosphonomethylmalate synthase (KAPHNEPH_00055)

56
57 58 59 Tyrocidine synthase 3 (KAPHNEPH_00060)

IS630 family transposase ISBs2 (KAPHNEPH_00061)

62
63

64 65 66

IMGPR_plasmid_3300053491_059014: 68,211-86,703 (+)

78

2-hydroxy-6-oxononadienedioate/2-hydroxy-6-oxononatrienedioate hydrolase (JEFIHCBE_00080)
2-phosphonomethylmalate synthase (JEFIHCBE_00081)

82 83
Putative transposase InsK for insertion sequence element IS150 (JEFIHCBE_00087)

Aerobactin (VF0229) (JEFIHCBE_00089)

IMGPR_plasmid_3300053491_058550: 20,816-43,168 (+)

IS3 family transposase ISCce4 (JPKKOJHM_00023)

Thermostable neutral protease NprT (JPKKOJHM_00024)

25 26 27 28 31
32

33

2-phosphonomethylmalate synthase (JPKKOJHM_00034)

35 36

IMGPR_plasmid_3300053491_063699: 43,018-67,145 (+)

48 53 56
57

58

2-phosphonomethylmalate synthase (AOGDBLDI_00059)

60 61 65

IMGPR_plasmid_3300053491_058756: 15,860-38,234 (-)

212526
Homocitrate synthase (EBMCFPOD_00027)

313233

IMGPR_plasmid_3300053491_060142: 56,171-72,884 (+)

65 66

2-phosphonomethylmalate synthase (LPOLMNNG_00067)

68
69

70 72 75 76

IMGPR_plasmid_3300053491_058753: 9,303-36,170 (-)

L-methionine/branched-chain amino acid exporter YjeH (HBAIBJKA_00013)19
20

21

Homocitrate synthase (HBAIBJKA_00022)

2526
Aureolysin (VF0024) (HBAIBJKA_00027)

Lipoprotein E (HBAIBJKA_00030)

IMGPR_plasmid_3300053491_060486: 9,331-36,192 (-)

1819
2-phosphonomethylmalate synthase (PINAKNML_00020)

2-hydroxy-6-oxononadienedioate/2-hydroxy-6-oxononatrienedioate hydrolase (PINAKNML_00021)

22

CBASS__AG_E1_ThiF ThiF family (PINAKNML_00025)

IMGPR_plasmid_3300053491_059309: 59,660-86,561 (+)

72 77
2-phosphonomethylmalate synthase (EAMBFPLB_00078)

79 84 85

IMGPR_plasmid_3300053491_061427: 42,910-67,166 (+)

51 55
2-phosphonomethylmalate synthase (GCNPJLGH_00056)

57 58
IS3 family transposase ISCce4 (GCNPJLGH_00063)

64

IMGPR_plasmid_3300053491_061608: 59,651-85,259 (+)

73 8081
Homocitrate synthase (LAJNJDHG_00082)

83

IMGPR_plasmid_3300053491_059311: 51,967-74,392 (-)

667071

2-phosphonomethylmalate synthase (CMDCJJDJ_00072)

7374
CBASS__AG_E1_ThiF ThiF family (CMDCJJDJ_00078)

Collagenase ColT (CMDCJJDJ_00081)

10000 nt

defence (DefenseFinder) virulence (VFDB)


