cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (EDJPMHLE_00436)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (EDJPMHLE_00430)
PCP degradation transcriptional activation protein (EDJPMHLE_00432)
HTH-type transcriﬁtional activator Ampﬂ (EDJPMHLE_00431) cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (EDJPMHLE_00440)
ECF RNA polymerase sigma factor Sigk HTH-type transcriﬁtional repressor ComR (EDJPMHLE_00437)
Ll'rehalose-é-phosphate synthase (EDJPMHLE_00429) HTH- -type transcriptional regulator YjiE (EDJPMHLE_00438)
| 427 428 | 433 435 | | D(-)-tartrate dehydratase (EDJPMHLE_00439) 441
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HTH-type transcriptional activator AmpR (KOGDCLBB_00172) 176 177
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blakPC-NCBIFAM KPC family carbapenem-hydrolyzing class A beta-lactamase (NF012141.0) (CPGGLMBL_00556)
Beta-lactamase Toho-1 (CPGGLMBL_00557) 561 562
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163 HTH-type transcriptional regulator YjiE (BIJLONAF_00164)

X I -

IMGPR_plasmid_2648501645_000004: 151,205-163,344 (+)
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mac_hydro_EstT-NCBIFAM macrolide hydrolase EstT (NFO41759.1) (MOBJFJHB_00046)
HTH-type transcriptional regulator YofA (MOBJFJHB_00047)

40 41 putative GST-like protein YibF (MOBJFJHB_00045) \ 48 49
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Anaerobic nitric oxide reductase transcription regulator NorR (JOHHFIJL_00427)
Myo-inositol 2-dehydrogenase (JOHHFIJL_00429)
2-oxo-tetronate isomerase (JOHHFIJL_00430)
Xylitol-binding protein (JOHHFIJL_00431)
424 D-xylose-proton symporter (JOHH FIJL_00428) \ HTH-type transcriptional regulator YjiE (JOHHFIJL_00432)
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Anaerobic nitric oxide reductase transcription regulator NorR (DDAJIGAL_00372)
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2-0X0- tetronate isomerase (DDAJIGAL_00375)
Xylltol binding protein (DDAJIGAL_00376)
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Anaerobic nitric oxide reductase transcrlptlon regulator NorR (PHBMBDIM_00429)
HTH-type transcriptional regulator YjiE (PHBMBDIM_00434)
Myo-inositol 2-dehydrogenase (PHBMBDIM_00431)
2-oxo-tetronate isomerase (PHBMBDIM 00432)
Immunogenic protein MPT70 (PHBMBDIM_00423) Xylltol -binding protein (PHBMBDIM,OO433)
Sigma L (VF0855) (PHBMBDIM _00424) D-xylose- proton  symporter (PHB PHBMBD|M OO430) ‘ 436 437
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Anaerobic nitric oxide reductase transcription regulator NorR (PEJNJMHG_00325)
D-xylose-proton symporter (PEJNJMHG_00323)
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327 326 | \ Xylitol-binling protein (PEJNJMHG_00320)
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