
IMGPR_plasmid_3300012078_000013: 3,774-18,333 (+)
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HTH-type transcriptional regulator SutR (PGLPPFML_00007)

8 9 10 11 12
DS-28__DS-28B (PGLPPFML_00013)

14 15 16
Putative reactive intermediate deaminase TdcF (PGLPPFML_00018)

19 20 21 HTH-type transcriptional regulator YofA (PGLPPFML_00022)

IMGPR_plasmid_2757320372_000002: 236,150-250,770 (-)

222227228

tRNA(fMet)-specific endonuclease VapC (JBDOHLEL_00229)

230
PtuA1_00041 AAA (JBDOHLEL_00231)

232

PtuB1_00031 Unknown (JBDOHLEL_00233)

234235236237238

IMGPR_plasmid_2690315639_000002: 295,311-314,420 (-)

putative FMNH2-dependent monooxygenase SfnC (JOHHFIJL_00295)296

Inner membrane metabolite transport protein YgcS (JOHHFIJL_00297)

Dimethyl-sulfide monooxygenase (JOHHFIJL_00298)
299

Methanesulfonate monooxygenase (JOHHFIJL_00300)

Anaerobic nitric oxide reductase transcription regulator NorR (JOHHFIJL_00301)
Putative aliphatic sulfonates-binding protein (JOHHFIJL_00302)

303
304

305Pld (VF0491) (JOHHFIJL_00306)

IMGPR_plasmid_2935378324_000003: 174,578-182,135 (+)

180
PfiAT__PfiT (CDPAFDKL_00181)

182

IMGPR_plasmid_2619619082_000003: 82,462-90,029 (-)

78
PfiAT__PfiT (CHEGHNKK_00079)

80

IMGPR_plasmid_2821051985_000003: 78,937-86,494 (-)

7677PfiAT__PfiT (KOGDCLBB_00078)

IMGPR_plasmid_2871755987_000002: 499,042-512,516 (+)
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507

508

DS-28__DS-28B (ADNHOMFA_00509)

Tmn_00001 (ADNHOMFA_00510)
511

PfiAT__PfiT (ADNHOMFA_00512)

513

IMGPR_plasmid_2821065626_000003: 139,259-146,857 (+)

151 152 153

IMGPR_plasmid_3300027750_000009: 240,863-248,461 (-)

236237238

IMGPR_plasmid_2690315785_000001: 467,478-475,076 (-)

447448

IMGPR_plasmid_2597490175_000003: 68,813-76,410 (+)

85 86 87

IMGPR_plasmid_2847782834_000002: 26,510-34,705 (-)

222627293031

IMGPR_plasmid_2767802444_000003: 117,750-126,729 (-)

114115
116

117118119

IMGPR_plasmid_2876605999_000001: 276,344-285,325 (-)

264268269

IMGPR_plasmid_2767802446_000006: 251,759-260,455 (-)

251252253
254

256257

IMGPR_plasmid_2847807205_000003: 44,529-53,502 (-)

42434647

IMGPR_plasmid_2617271107_000002: 165,050-174,014 (+)

170 171

IMGPR_plasmid_2716884865_000003: 440,014-448,694 (+)

429 430
435

436

IMGPR_plasmid_2675903586_000004: 248,006-256,708 (+)

274 276
277

278 279

IMGPR_plasmid_3300014621_000010: 559,595-582,921 (-)

HTH-type transcriptional repressor ComR (LKBNICJM_00549)

L-asparagine oxygenase (LKBNICJM_00550)

MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NF000025.1) (LKBNICJM_00551)
Phosphoribosylamine--glycine ligase (LKBNICJM_00552)

Jallet_2A_hits_grouped (LKBNICJM_00553)
Jallet_2A_hits_grouped (LKBNICJM_00554)

CAI-1 (VF0405) (LKBNICJM_00555)

Dimethyl-sulfide monooxygenase (LKBNICJM_00556)
PD-Lambda-4_A_WP_231420782.1 (LKBNICJM_00557)
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9000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


