tRNA 5-methylaminomethyl-2-thiouridine biosynthesis bifunctional protein MnmC (JOHHFIJL_00261)

Succinate semialdehyde dehydrogenase [NAD(P)+] Sad (JOHHFIJL_00262)
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Apulose-4-phosphate transketolase subunit A (JOHHFIJL_00268)

Virulence regulon transcriptional activator VirB (JOHHFIJL_00266)

Apulose-4-phosphate transketolase subunit B (JOHHFIJL_00267)

(9

MGPR_plasmid_2690315639_000002: 256,311-270,082 (+)

)

Putative metabolite transport brotein NicT (JOHHFIJL_00269)

0

K K |

PR

MGPR_plasmid_2767802444_000003: 82,979-96,982 (+)

121

0

MGPR_plasmid_2645727744_000002: 113,559-127,570 (+)

180

i

I |

IMGPR_plasmid_2821065626_000003: 164,698-178,709 (-)
HTH-type transcriptional regulator SutR (PHBMBDIM_00273)
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HTH-type transcriptional regulator PerR (AEBJBODH_00459)

Michele_2A_hits_grouped (AEBJBODH_00458)
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