
IMGPR_plasmid_2690315639_000002: 256,311-270,082 (+)

259
Putative metal chaperone YciC (JOHHFIJL_00260)

tRNA 5-methylaminomethyl-2-thiouridine biosynthesis bifunctional protein MnmC (JOHHFIJL_00261)
Succinate semialdehyde dehydrogenase [NAD(P)+] Sad (JOHHFIJL_00262)

RepFIB replication protein A (JOHHFIJL_00263)
264 Plasmid partition protein A (JOHHFIJL_00265)

Virulence regulon transcriptional activator VirB (JOHHFIJL_00266)
Apulose-4-phosphate transketolase subunit B (JOHHFIJL_00267)

Apulose-4-phosphate transketolase subunit A (JOHHFIJL_00268)

Putative metabolite transport protein NicT (JOHHFIJL_00269)

IMGPR_plasmid_2767802444_000003: 82,979-96,982 (+)

87

IMGPR_plasmid_2645727744_000002: 113,559-127,570 (+)

121

IMGPR_plasmid_2821065626_000003: 164,698-178,709 (-)

180

IMGPR_plasmid_3300028585_000034: 277,690-290,832 (+)

HTH-type transcriptional regulator SutR (PHBMBDIM_00273) 278

IMGPR_plasmid_2602042078_000001: 471,223-485,065 (+)

451 454 Michele_2A_hits_grouped (AEBJBODH_00458)
HTH-type transcriptional regulator PerR (AEBJBODH_00459)

IMGPR_plasmid_2582581300_000002: 130,471-144,313 (-)

140141

IMGPR_plasmid_2757320372_000002: 206,257-220,099 (+)

202

IMGPR_plasmid_3300048923_000056: 304,336-318,178 (-)

296

IMGPR_plasmid_3300011210_000011: 114,124-127,966 (+)

115

IMGPR_plasmid_2816332477_000002: 46,168-60,010 (+)

53

IMGPR_plasmid_2731957702_000002: 160,736-174,863 (-)

168

IMGPR_plasmid_2876610501_000002: 314,597-328,724 (+)

305

IMGPR_plasmid_648028049_000003: 518,507-529,332 (-)

499

5000 nt

defence (DefenseFinder)


