
IMGPR_plasmid_2767802444_000003: 134,582-146,942 (+)

138
EfaA (VF0354) (JOLEHMEE_00139)

Iron/manganese transport (VF1116) (JOLEHMEE_00140)

Iron/manganese transport (VF1116) (JOLEHMEE_00141)
Iron/manganese transport (VF1116) (JOLEHMEE_00142)

143 144 145 146
HTH-type transcriptional regulator PgrR (JOLEHMEE_00147)

Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (JOLEHMEE_00148)
Aldehyde oxidoreductase FAD-binding subunit PaoB (JOLEHMEE_00149)

Aldehyde oxidoreductase molybdenum-binding subunit PaoC (JOLEHMEE_00150)

Purine catabolism protein PucB (JOLEHMEE_00151)
Molybdenum cofactor insertion chaperone PaoD

IMGPR_plasmid_2821065626_000003: 119,040-131,413 (-)

123124125126

IMGPR_plasmid_2617270728_000002: 26,452-38,823 (-)

31323334

IMGPR_plasmid_2821051985_000003: 94,340-106,699 (+)

101 102 103 104

IMGPR_plasmid_2876605999_000001: 293,178-305,548 (+)

293
294 295 296 297

IMGPR_plasmid_2767802446_000006: 269,111-282,172 (+)

putative two-component-system connector protein YcgZ (HPAKPAJK_00275)
280 281 282 283

IMGPR_plasmid_2847807205_000003: 62,105-75,824 (+)

71 72 73

Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (OHLGILNH_00075)
Molybdenum cofactor insertion chaperone PaoD (OHLGILNH_00079)

putative protein (OHLGILNH_00080)

IMGPR_plasmid_2617271107_000002: 142,728-156,447 (-)

Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (KDPEGJFG_00142)

IMGPR_plasmid_3300048923_000056: 257,738-272,016 (-)

247
Pla (VF0139) (CMJAKMJE_00248)

249

IMGPR_plasmid_3300011210_000011: 160,466-174,751 (+)

Pla (VF0139) (FKPEGAEC_00163)
164

IMGPR_plasmid_3300014621_000010: 594,134-605,792 (+)

586

IMGPR_plasmid_2690315639_000002: 322,271-341,363 (+)

330

Transposon Tn10 TetD protein (JOHHFIJL_00331)

NAD(P)H azoreductase (JOHHFIJL_00332)
N-ethylmaleimide reductase (JOHHFIJL_00333)

334

HTH-type transcriptional repressor ComR (JOHHFIJL_00335)

336 337
Protein UmuC (JOHHFIJL_00338)

339 340 341 342

7000 nt

virulence (VFDB)


