Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (JOLEHMEE_00148)
Iron/manganese transport (VF1116) (JOLEHMEE_00140) Aldehyde oxidoreductase FAD-binding subunit PaoB (JOLEHMEE_00149)
Iron/manganese transport (VF1116) (JOLEHMEE_00142)

Iron/manganese trénsport (VF1116) (JOLEHMEE_00141) Aldehyde oxidoreductase molybdenum-binding subunit PaoC (JOLEHMEE_00150)
EfaA (VF0354) (JOLEHMEE_00139) HTH-type transcriptional regulator PgrR (JOLEHMEE_00147) Molybdenum cofactor insertion chaperone PaoD
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IMGPR_plasmid_2876605999_000001: 293,178-305,548 (+)

putative two-component-system connector protein YcgZ (HPAKPAJK_00275)
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Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (OHLGILNH_00075)
Molybdenum cofactor insertion chaperone PaoD (OHLGILNH_00079)
71 72 73 putative protein (OHLGILNH_00080)
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Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (KDPEGJFG_00142)
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Pla (VF0139) (FKPEGAEC_00163)
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IMGPR_plasmid_3300011210_000011: 160,466-174,751 (+)
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HTH-type transcriptional repressor ComR (JOHHFIJL_00335)
Transposon Tn10 TetD protein (JOHHFIJL_00331)
N-eﬁlmaleimide reductase (JOHHFIJL_00333)
NAD(P)H azoreductase (JOHHFIJL_00332) Protein UmuC (JOHHFIJL_00338)
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