cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (OHLGILNH_00418)
RCS-specific HTFi-type transcriptional activator RcIR (OHLGILNH_00419)
putative N-acet\)ltransferase YycN (OHLGILNH_00417) Ribonuclease toxin YhaV (OHLGILNH_00426)
HTH-type transcriptional regulator MalT (OHLGILNH_00423)
putative‘protein YyaP (OHLGILNH_00422) 4-alpha-glucanotransferase (OHLGILNH_00425)
420 Antitoxin PrIF (OHLGILN H_00427)
421 Maltodextrin phosphorylase (OHLGILNH 00424) | 428 429

)

416

I
IMGPR _plasmid_2847807205_000003:412,368-427,908 (+)
407
[406 putative protein YyaP (DMGGCLNA_00404)
05|

<CEH-E H A -

I
IMGPR _plasmid_2847787641_000002: 378,869-394,409 (-)
putative protein YyaP (KDPEGJFG_00425)
427 Maltodextrin phosphorylase (KDPEGJFG_00423)
2126 Maltodextrin phosphorylase (KDPEGJFG_00422)

<@ H ) -

I
IMGPR _plasmid_2617271107_000002: 412,937-428,479 (-)
115
116 putative protein YyaP (FJLNDGAO_00118)
113 114 | 117 [ 124 Maltoporin (FJLNDGAO_00126)

¢ ED-EG-0HE H A -

I
IMGPR_plasmid_2821056566_000001: 122,270-139,133 (+)
551 553
550 [552 [554 555

- -KHKEE— H ) -

I
IMGPR _plasmid_2645727744_000002: 527,614-544,181 (+)
189 184

CE-E-HHAA— H A - K-E

I
IMGPR _plasmid_2905939430.000002: 173,082-189,667 ()
62 616059 57

¢ A -aEI— H A KK

I
IMGPR_plasmid_2924489260_000002: 52,539-67,982 (-)
344
343 [345 346

-G -EHEK— H A KK

I
IMGPR_plasmid_2648501645_000004: 355,347-370,792 (+)
297
298 [296 295

- H-AGE H A KK

I
IMGPR_plasmid_2617270728_000002: 277,573-293,732 (-)
139
138 [140141

-G H A H K

I
IMGPR _plasmid_3300042934 000023: 145,141-161,273 (+)
371
370 [372373

I
IMGPR_plasmid_2821051985_000003: 379,525-394,948 (+)
308
307 [309 310 312

I
IMGPR_plasmid_2847782834_000002: 314,238-329,661 (+)
381 380 379

A —AEEKT H A KK

I
IMGPR _plasmid_2821065626_000003: 362,536-378,625 (-)
322 315
323[321 316 [314313

EE-CHTD-G-AHHE H A Al

I
IMGPR_plasmid_2597490175_.000003: 294,531-311,687 (-)

Maltodextrin phosphorylase (MJEPEFFI_00019)
11 121314 Maltodextrin phosphorylase (MJEPEFFI_00018)

- -aEE— H O

I
IMGPR _plasmid_2876561215_000002: 5,988-20,686 (+)
efflux_ OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (DKMNKLHO_00516)
vanH_Agroup-NCBIFAM VanH-A/VanH-Pt family D-lactate dehydrogenase (NFO00371.1) (DKMNKLHO_00519)
RND_perm_OqgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (DKMNKLHO_00514)
Pyrroline-S-carboxy‘/Iate reductase (DKMNKLHO_00517)
Multidrug resistance protein MdtA (DKMNKLHO_00515) cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (DKMNKLHO_00512)

520 ‘ 518 | \ | 513
IMGPR_plasmid_2675903586_000004: 486,619-509,300 ()

efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (JOLEHMEE_00407)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (JOLEHMEE_00404)

vanH_Agroup-NCBIFAM VanH-A/VanH-Pt family D-lactate dehydrogenaée (NFO00371.1) (JOLEHMEE_00405)

RN Ei_perm_quE—NCBI FAM multid rug efflux RND transporter permease subunit OgxB (NFO00037.1) (JOLEHMEE_00409)
HTH-type transcriptional regulator PgrR (JOLEHMEE_OO402) chA_roR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (JOLEHMEE_00411)
Pyrroli‘ne-S-carboinate reductase (JbLEHMEE_00406)
Multidrug resistance protein MdtA (JOLEHMEE_00408) 413
Esterase EstB (JOLEHMEE_00403) | \ \ 410 412]

I I I
IMGPR _plasmid_2767802444_000003:416,070-444,926 (+)
} 10000 nt {
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