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HTH-type transcriptional regulator UlaR (PEJNJMHG_00197)
Quorum-quenching protein AidA (PEJNJMHG_00196)
Inner membrane protein YbjJ (PEJNJMHG_00198)
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IMGPR_plasmid_2905939430_000002: 255,602-274,346 (+)

HTH-type transcriptional regulator DmIR (CFCALMGK_00369)
HTH-type transcriptional regulator PgrR (CFCALMGK_00371)
‘ 370 LipF (VF0307) (CFCALMGK_00372)
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IMGPR_plasmid_2617270728_000002: 361,381-381,983 (+)
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IMGPR_plasmid_2847782834_000002: 226,283-246,885 (-)

ECF RNA polymerase sigma factor SigF (MJEPEFFI_00478)
HTH-type transcriptional regulator DmIR (MJEPEFFI_00486)  Thiol:disulfide interchange protein DSEB(MJEPEFFI_OO477)
HTH-type transcriptional regulator PgrR (MJEPEFFI_00484)
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IMGPR_plasmid_2876561215_000002: 463,117-484,304 (-)
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IMGPR_plasmid_2582581300_000002: 401,779-412,913 (+)

Quorum-quenching protein AidA (JOHHFIJL_00538)
535

IMGPR_plasmid_2690315639_000002: 535,982-548,112 (-)
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