SOS response-associated protein YedK (MOBJFJHB_00028)
putative diguanylate cyclase DgcC (MOBJFJHB_00022)
Methionine aminopeptidase (MOBJ FJHB_00023)
Acetyltransferase (MOBJFJHB_00029)
24 2526 27 \ —r 30 Immunogenic protein MPT70 (MOBJFJHB_00031)
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IMGPR_plasmid_2690315785_000001: 21,449-30,799 (+)
223

IMGPR plasmid 2927986592 000002: 236,776-243,052 (-)
63 62 56 55

IMGPR_plasmid_2731957702_000002: 56,452-68,408 (-)
412

IMGPR_plasmid_3300028585_000034:412,093-417,548 (+)
efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CHLPHNLL_00014)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NFO33834.1) (CHLPHNLL_00012)
RND_perm_OgxB-NCBIFAM multidrug efflux RND transportér permease subunit OgxB (NFO00037.1) (CHLPHNLL_00013)
HTH-type transcriptional regulator Betl (CHLPHNLL_00016)
HTH- {ype transcriptional regulator Betl (CHLPHNLL_00015)

putative dlguanylate cyclase DgcC (CHLPHNLL 00009)
putative dlguanylate cyclase DgcC (CHLPHNLL_00008)

5 1 19

IMGPR_plasmid_3300048922_000088: 3,346-16,970 (+)
efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CMJAKMJE_00189)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NFO033834.1) (CMJAKMJE_00191)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (CMJAKMJE_00190)

‘ HTH-type transcriptional regulator Betl (CMJAKMJE_00187)

HTH-type transcriptional regLatﬁetl (CMJAKMJE_00188)

OLODaTor O O HKHDC
IMGPR_plasmid_3300048923_000056: 196,654-210,278 (-)
efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (AEBJBODH_00085)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NFO33834.1) (AEBJBODH_00083)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transportér permease subunit OgxB (NFO00037.1) (AEBJBODH_00084)

HTH-type transcriptidnal regulator Betl (AEBJBODH_00086)
putative diguanylate cyclase DgcC (AEBJ BODH_00080) \ TﬂH-type transcriptional regulator Betl (AEBJBODH_00087)

HODEKTDE O O{HHEET

IMGPR_plasmid_2602042078_000001: 75,017-88,650 (+)
efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (EAAKFIKP_00035)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NFO33834.1) (EAAKFIKP_00037)
RND_perm_OgxB-NCBIFAM multidrug efflux RND transportér permease subunit OgxB (NFO00037.1) (EAAKFIKP_00036)
‘ ﬂH-type transcriptional regulator Betl (EAAKFIKP_00033)
HTH-type transcriptional regulator Betl (EAAKFIKP_00034)

HODEKHEDE O OO HEE

IMGPR_plasmid_2582581300_000002: 25,920-39,553 (-)
efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (IDFCCEHF_00394)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NFO33834.1) (IDFCCEHF_00396)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporfer permease subunit OgxB (NFO00037.1) (IDFCCEHF_00395)
‘ ‘ HTH-type transcriptional regulator Betl (IDFCCEHF_00392)
HTH-type transcriptional remt?ﬁ?’etl (IDFCCEHF_00393)

g T | oy O/ O Y 7O o O G

IMGPR _plasmid_648028049_000003: 410,824-424,205 (-)
efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (IBFPOBLM_00159)
RND_adapt_MexA-NCBIFAM multldrug efflux RND transporter periplasmic adaptor subunit MexA (NFO33834.1) (IBFPOBLM_00157)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (IBFPOBLM_00158)
‘ tllH type transcriptional regulator Betl (IBFPOBLM_00161)
HTH-type transcriptional regulator Betl (IBFPOBLM_00160)

g I/ o I I e W G B G

I
IMGPR _plasmid_2816332477_000002: 151,953-165,342 (+)
FosA-NCBIFAM FosA family fosfomycin resistance glutathione transferase (NFO00221.4) (ADNHOMFA_00418)

3-phenylpropionate-dihydrodiol/cinnamic acid-dihydrodiol dehydrogenase (KDN HOMFA_00425) putative amino-acid permease protein YxeN (ADNHOMFA_00400)
CHL_hydrolase-NCBIFAM chlorampﬁenicol hydrolase (NFO33149.0) (ADNHOMFA_00426) HTH-type transcriptional regulator ArgP (ADNHOMFA_00407)

HTH-type transcriptional regulator VirS (ADNHOMIEA_OO410)
FAD-dependent urate hydroxylase (ADNHOMFA_00405)

HTH-type transcriptional activator RhaS (ADNHOMFA_00424)

Michele_1A_hits_grouped (ADNHOMFA_00414) L-cystine-binding proteln Teyl ( ADNHOMFA_OO401)
WYL_IILIIIV_V_VI_1 (ADNHOMFA_00417) | FbpABC (VF0272) (ADNHOMFA 00402)
Tyrosine recombinase XerC AWOMFA 00419) Protein UmuC (ADNHOMFA_00409) putatlve amino-acid permease protein YxeN (ADNHOMFA_00399)
Acetyltransferase (ADNHOMFA_00423) 415 | 413 Protein UmuC (ADNHOMFA_00408)
| | T 422 421 420 416] Ta12 411 | [T | 406 404403 398 394
- —— — —

I
IMGPR_plasmid_2871755987_000002:401,749-432,275 (-)
[ 10000 nt i
defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)




