
IMGPR_plasmid_2675903586_000004: 107,468-120,902 (+)

CdpA (VF0432) (DKMNKLHO_00108)

6-methylpretetramide 4-monooxygenase (DKMNKLHO_00109)

110
H(+)/Cl(-) exchange transporter ClcA (DKMNKLHO_00111)

Phenolic acid decarboxylase PadC (DKMNKLHO_00112)

113 114

HTH-type transcriptional regulator LeuO (DKMNKLHO_00115)
Protein/nucleic acid deglycase HchA (DKMNKLHO_00116)

PCP degradation transcriptional activation protein (DKMNKLHO_00117)

118
putative MFS-type transporter (DKMNKLHO_00119)

FMN reductase [NAD(P)H] (DKMNKLHO_00120)

IMGPR_plasmid_2926248961_000002: 116,831-130,269 (-)

HTH-type transcriptional regulator LeuO (DLNMEJCL_00121)122123

IMGPR_plasmid_2645727681_000001: 468,812-482,241 (+)

469 PCP degradation transcriptional activation protein (MFNLDMDP_00470)

IMGPR_plasmid_3300027750_000009: 290,092-303,520 (-)

HTH-type transcriptional regulator LeuO (NPCGGHBN_00291)292

IMGPR_plasmid_2597490175_000003: 525,017-535,947 (+)

530 PCP degradation transcriptional activation protein (FHMNCJAA_00531)

IMGPR_plasmid_2602042078_000001: 50,083-61,604 (-)

57

IMGPR_plasmid_2582581300_000002: 52,966-64,487 (+)

63

IMGPR_plasmid_2816332477_000002: 125,841-138,295 (-)

132

IMGPR_plasmid_2876610501_000002: 395,476-408,354 (-)

HTH-type transcriptional regulator SyrM 1 (INIGLNIH_00384)
Phenolic acid decarboxylase PadC (INIGLNIH_00385)

386Putative thiamine biosynthesis protein (INIGLNIH_00391)

IMGPR_plasmid_2821065626_000003: 72,147-85,024 (+)

76
Phenolic acid decarboxylase PadC (BAPHLPBM_00077)

78

IMGPR_plasmid_2847782834_000002: 75,916-88,792 (-)

PCP degradation transcriptional activation protein (EMPOABAI_00083)
Phenolic acid decarboxylase PadC (EMPOABAI_00084)

Phenolic acid decarboxylase PadC (EMPOABAI_00085)

IMGPR_plasmid_2609460322_000002: 315,174-329,584 (+)

304
Phenolic acid decarboxylase PadC (PNNCMMGH_00305)

306 HTH-type transcriptional regulator LeuO (PNNCMMGH_00307)

IMGPR_plasmid_2617270728_000002: 525,903-534,216 (+)

530

IMGPR_plasmid_2876605999_000001: 325,882-340,420 (-)

HTH-type transcriptional regulatory protein GabR (DDAJIGAL_00320)
321325326327

DrmC_00006 DrmC (DDAJIGAL_00328)
IS3 family transposase ISRaq1 (DDAJIGAL_00329)

5000 nt

defence (PADLOC) virulence (VFDB)


