
IMGPR_plasmid_2767802446_000006: 188,230-199,701 (+)

Thymidylate kinase (HPAKPAJK_00185)
Gamma-glutamylputrescine oxidoreductase (HPAKPAJK_00186)

187 188

HTH-type transcriptional activator HxlR (HPAKPAJK_00189)

190

HTH-type transcriptional repressor ComR (HPAKPAJK_00191)

192 193 194

RCS-specific HTH-type transcriptional activator RclR (HPAKPAJK_00195)

RutC family protein YjgH (HPAKPAJK_00196)
HTH-type transcriptional repressor AcnR (HPAKPAJK_00197)

198
FtsZ-localized protein A (HPAKPAJK_00199)

FbpABC (VF0272) (HPAKPAJK_00200)
Octopine transport system permease protein OccM

IMGPR_plasmid_3300027750_000009: 176,764-187,661 (+)

171 174 175
HTH-type transcriptional repressor ComR (NPCGGHBN_00176)

177 178 179

IMGPR_plasmid_2924459726_000003: 542,834-554,073 (+)

524 527
HTH-type transcriptional repressor ComR (MPPHIKPG_00528)

529 530 531

RCS-specific HTH-type transcriptional activator RclR (MPPHIKPG_00532)

537

IMGPR_plasmid_2767802444_000003: 52,793-62,775 (+)

53 54 55 56 RCS-specific HTH-type transcriptional activator RclR (JOLEHMEE_00057)

IMGPR_plasmid_2876605999_000001: 211,114-221,249 (+)

205 206 207

IMGPR_plasmid_2716884865_000003: 502,795-514,285 (-)

RCS-specific HTH-type transcriptional activator RclR (PEJNJMHG_00492)493494495501

IMGPR_plasmid_2597490175_000003: 126,515-139,156 (-)

141142143146147149
Oxalate decarboxylase OxdD (FHMNCJAA_00150)

IMGPR_plasmid_2821065626_000003: 200,060-212,705 (-)

212213214217219

IMGPR_plasmid_2675903586_000004: 309,919-322,574 (-)

336337338345

IMGPR_plasmid_2645727681_000001: 25,805-38,453 (-)

2631323337

IMGPR_plasmid_3300028585_000034: 250,567-262,116 (+)

246

poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (PHBMBDIM_00248)

251 252
RutC family protein YjgH (PHBMBDIM_00253)

Octopine transport system permease protein OccM (PHBMBDIM_00258)

IMGPR_plasmid_2847807205_000003: 584,511-601,603 (+)

589 590 595 598 599 600

IMGPR_plasmid_2558309123_000002: 374,955-392,067 (-)

389

IMGPR_plasmid_2617271107_000002: 229,964-247,056 (-)

238241

IMGPR_plasmid_2871731064_000003: 489,344-500,224 (-)

506

IMGPR_plasmid_2547132158_000002: 420,417-436,987 (-)

Octopine transport system permease protein OccQ (NLKIJGFC_00418)

423
L-threonine 3-dehydrogenase (NLKIJGFC_00424)

425

HTH-type transcriptional repressor ComR (NLKIJGFC_00426)

427428

IMGPR_plasmid_2905939430_000002: 524,405-540,980 (-)

515
L-threonine 3-dehydrogenase (PJMFKAKD_00516)

HTH-type transcriptional repressor ComR (PJMFKAKD_00517)

518519

Phosphoethanolamine modification (VF0899) (PJMFKAKD_00522)

IMGPR_plasmid_2935373448_000003: 262,663-279,248 (+)

261 262

HTH-type transcriptional repressor ComR (EDJPMHLE_00263)
L-threonine 3-dehydrogenase (EDJPMHLE_00264)

265

IMGPR_plasmid_2935378324_000003: 234,558-251,143 (-)

238
L-threonine 3-dehydrogenase (CDPAFDKL_00239)

HTH-type transcriptional repressor ComR (CDPAFDKL_00240)

241242

IMGPR_plasmid_2937566189_000003: 513,631-529,330 (+)

506 507

HTH-type transcriptional repressor ComR (PPPGHJBI_00508)
L-threonine 3-dehydrogenase (PPPGHJBI_00509)

510

IMGPR_plasmid_2924484564_000003: 513,611-529,310 (+)

504 505

HTH-type transcriptional repressor ComR (COOOJFBB_00506)

507
L-threonine 3-dehydrogenase (COOOJFBB_00508)

509

IMGPR_plasmid_2576861666_000003: 250,607-264,519 (+)

254
L-threonine 3-dehydrogenase (DCJBMICF_00255)

256

IMGPR_plasmid_2690315785_000001: 403,307-418,408 (+)

HTH-type transcriptional regulator DmlR (MOBJFJHB_00387)
388 392 393

HTH-type transcriptional repressor ComR (MOBJFJHB_00394)
L-threonine 3-dehydrogenase (MOBJFJHB_00395)

396

IMGPR_plasmid_2927986592_000002: 366,078-381,183 (-)

357
L-threonine 3-dehydrogenase (LEBEMDAN_00358)

HTH-type transcriptional repressor ComR (LEBEMDAN_00359)

360361

IMGPR_plasmid_2619619082_000003: 17,247-32,362 (+)

20 21

HTH-type transcriptional repressor ComR (CHEGHNKK_00022)
L-threonine 3-dehydrogenase (CHEGHNKK_00023)

24

IMGPR_plasmid_2645727744_000002: 78,203-94,813 (+)

87

HTH-type transcriptional repressor ComR (AANOHJHG_00088)

89
Alcohol dehydrogenase (AANOHJHG_00090)

91

6000 nt

virulence (VFDB) AMR (AMRFinderPlus)


