HTH-type transcriptional activator HxIR (NJMOPIII_00215)
Transposon Tn10 TetC pr&ein (NJMOPIII_00210)
RutC family protein YjgH (NJMOPIII_00211)
Oxalate decarboxylase OxdD (NJMOPIII_00222)
Thymidylate kinase (NJMOPIII_OO226)
216217218219 | 221 | 223 224225 226227
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209 213 214

IMGPR_plasmid_2821075268_000003: 201,825-220,671 (+)
212 217218219
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IMGPR _plasmid 2821065626_000003:201,825-220,671 (+)

Gamma-glutamylputrescine oxidoreductase (FILNDGAO_00302)
300 299 292

IMGPR_plasmid_2821056566_000001:297,350-316,991 (-)

202 209
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IMGPR_plasmid_2731957702_000002: 196,667-215,097 (+)
271
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IMGPR_plasmid_2876610501_000002: 274,363-292,793 (-)
238 241242

D+ 4

IMGPR _plasmid 2617271107 000002: 233,837-249,063 (+)
247 246

IMGPR_plasmid_2576861666_000003: 240,829-257,611 (-)

5 515 514

IMGPR_plasmid_2926248961_000002: 1-8,374 (-); 531,314-541,452 (-)
195 194 193 192

IMGPR_plasmid_2876561215_.000002: 175,194-193,989 (-)

Phosphoethanolamine modification (VFO899) (PJMFKAKD_00522) 528 529 1 2
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I
IMGPR_plasmid_2905939430_000002: 531,665-544,349 (+); 1-9,097 (+)

341 344345

IMGPR plasmid_ 2675903586 000004: 315,555-331,875 (+)
328327

IMGPR_plasmid_3300042934_000023: 325,689-343,866 (-)

147 151 152 153

IMGPR _plasmid_2597490175_000003: 132,150-150,614 (+)
poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (NLKIJGFC_00431)
432
o a1 D
IMGPR _plasmid_2547132158 000002:427,676-443,224 (+)
blaBJP-NCBIFAM BJP family subclass B3 metallo-beta-lactamase (NFO12140.0) (NPCGGHBN_00165)
Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (NPCGGHBN_00158)
PTS system glucose-specific EIICBA component (NPCGGHBN_00164)
HTH-type transcriptional repressor GlcR (NPCGGHBN_00163)
HTH-type transcriptional activator RhaR (NPCGGHBN_00160)
QUItiphosphoryI transter protein (NPCGGHBN_00157)
Fosmidomycin resistance protein (NPCGGHBN_00167) Major myo-inosi‘tol transporterIoIT(NPCEGHBN,OOlS‘?)
171 168 166 | | | 162 161 | | | 156
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IMGPR _plasmid_3300027750.000009: 149,995—180% (-)
poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (EDJPMHLE_00258)
HTH-type transcriptional repressor ComR (EDJPMHLE_00263)
L-threonine 3-dehydrogenase (EDJPMHLE_00264)
265 | 262261 | 257
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IMGPR_plasmid_2935373448_000003: 255,086-276,089 (-)
Phosphoethanolamine modification (VF0899) (CHEGHNKK_00017)
16 HTH-type transcriptional regulator DmIR (CHEGHNKK_00015)

— -1 >d

Hemolysin expression-modulating protein Hha (MFNLDMDP_00052)
HTH-type transcriptional regulator PgrR (MFNLDMDP_00044)
Methyl-accepting chemotaxis protein 11l (MFNLDMDP_00050)
Michele_2A_hits_grouped (MFNLDMDP_00048) ‘
Alcohol dehydrdgenase (MFNLDMDF,%O45) UD‘P-3-O-(3-hydroxymyristoyl)glucosamine N-acyltransferase (MFNLDMDP_00056)
37 38 42 43 | 4647 | 49 | 51 |53 54 55 |
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IMGPR _plasmid_2645727681_000001: 31,442-63,792 (+) -
HTH-type transcriptional regulator CueR (HPAKPAJK_00180)
putative N-acetyltransferase YsnE (H PAKPAJ K_00183)Lactose operon repressor (HPAKPAJK_00176)
Lactose pen‘ﬂease (HPAKPAJK_00179)
‘ Beta-galactosidase (HPAKPAJK_00177)
182  Beta-galactosidase (HPAKPAJ K_00178)‘ 175

I
IMGPR_plasmid_2619619082_000003: 6,671-29,202 (-)

184 | T 181 | | T 174 171
IMGPR _plasmid_2767802446_000006: 170,183-192,235 (-)
HTH-type transcriptional regulator CueR (MPPHIKPG_00516)
putative N-acetyltransferase YsnE (MPPFﬁKPG,OOSl‘?)
Lactose permease (MPPHIKPG_00515)
521 518 Lactose operon repressor (MPPHIKPG_00513)
524 520 [ 517 | Beta-galactosidase (MPPHIKPG 00514) 512 509

IMGPR_plasmid_2924459726_000003: 524,697-546,838 (-)

cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (JOLEHMEE_00045)
CHL_hydrolase-NCBIFAM chloramphenicol hydrolase (NFO33149.0) (JOLEHMEE_00047)
HTH-type transcriptional regulator HdfR (JOLEHMEE_00046)
Lactose operon repressor (JOLEHMEE_00042)
Lactose permease (JOLEHMEE_00044)
| | Beta-galactosidase (JOLEHMEE 00043) 41

c-Cim K OO0 Oa4ad—d
IMGPR_plasmid_2767802444_000003: 35,392-56,792 (-)

cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (DDAJIGAL_00197)
CHL_hydrolase-NCBIFAM chloramphenicol hydrolase (NFO33149.0) (DDAJIGAL_00199)
HTH-type transcriptional regulator HdfR (DDAJIGAL_00198)
Lactose operon repressor (DDAJIGAL_00194)
Lactose permease (DDAJIGAL_00196) 193

| | Beta-galactosidase (DDAJIGAL 00195] 192
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IMGPR_plasmid_2876605999_000001: 192,478-215,113 (-)
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