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IMGPR_plasmid_3300029480_000099: 380-6,225 (+)
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IMGPR _plasmid_3300029238_000036: 11,443-15,076 (-)
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IMGPR_plasmid_3300029332_000089: 106-4,142 (+)
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IMGPR_plasmid_3300029195_000030: 10,853-15,129 (-)
1 2 3

IMGPR_plasmid_3300029820_000056:121-4,837 (+)
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IMGPR_plasmid_3300029241_000055: 126-5,685 (+)
Nucleoid occlusion protein (GNGJOPPN_00003)
DS-15_DS-15A (GNGJOPPN_00002)
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IMGPR _plasmid_3300029438_000114:52-8,692 (+)
Nucleoid occlusion protein (CEDKDGBO_00020)

DS-15_DS-15A (CEDKDGBO_00021)
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IMGPR_plasmid_3300029341_000154:8,564-17,063 (-)
16 15 putative dual-specificity RNA methyltransferase RImN (LMOAMIMI_00010)

IMGPR_plasmid_3300039331_000028:8,617-13,799 (-)
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IMGPR_plasmid_3300029523_000038: 60-4,931 (+)
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IMGPR_plasmid_3300007305_000017:9,993-18,633 (-)

!

IMGPR_plasmid_3300029310_000029: 110-4,973 (+)
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IMGPR_plasmid_3300029554_000041:8,694-16,354 (-)
19 18 17  BopD (VF0362) (KPAMPGGN_00016)
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IMGPR_plasmid_3300008716_000039: 9,982-17,835 (-)

Lipoprotein-releasing system ATP-binding protein LolD
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IMGPR_plasmid_3300029714_000052: 39-6,602 (+)

Ktr system potassium uptake protein A (NBCGOEJM_00017)
Ktr system potassium uptake protein B(NBCGOEJM_00018) CfrAB-NCBIFAM Cfr family 23S rRNA (adenine(2503)-C(8))-methyltransferase (NFO00424.4) (NBCGOEJM_00010)

IMGPR_plasmid_3300029720_000045:8,470-16,133 (-)
PDC-501_WP_067088819.1 (KPKKNJCG_00020)
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IMGPR_plasmid_3300029137_000040:8,713-19,043 (-)
[ 4000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




