Putative transposon Tn552 DNA-invertase bin3 (EELFNMGM_00025)
1S6 family transposase 1IS431R (EELFNMGM_00015) Divalent metal cation transporter MntH (EELFNMGM_00026)
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IMGPR_plasmid_3300053491_032779:13,564-27,956 (+)

gac_MFS_AB-NCBIFAM QacA/B family quaternary ammonium compound efflux MFS transporter (NFO00089.1) (PFJJLNPC_00035)
TnsB_0_V-K (PFJJLNPC_00001)
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IMGPR_plasmid_3300053491_024978:32,301-39,700 (+); 1-8,504 (+)
1S6 family transposase 1S431R (GCGFKDHL_00040)
1S6 family transposase IS257R1 (GCGFKDHLTOOO44)
ISNCY family transposase I1SBli29 (GCGFKDHL_00038)
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IMGPR_plasmid_3300053491_026034: 1-5,133 (-); 27,972-39,772 (-)
1S6 family transposase 1S431R (NNKIDDFO_00036)
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IMGPR plasmid 3300053491_024081: 33,041-39,762 (+); 1-9,199 (+)
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IMGPR _plasmid_3300053491 027771:35,553-39,674 (+); 1-11,773 (+)
1S6 family transposase IS431R (DPEMIDII_00044) 4 5 6 7
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IMGPR_plasmid_3300053491_030785:36,511-39,753 (+); 1-13,673 (+)

1S6 family transposase 1S257R2 (OMFIEPHN_00043) ISNCY family transposase ISBIi29 (OMFIEPHN_00039)
1S6 family transposase 1IS431R (OMFIEPHN_00041)
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IMGPR_plasmid_3300053491_027783:1-5,132 (-); 28,073-39,909 (-)
1S6 family transposase IS257R1 (JKAECAMH_00007)
ISNCY family transposase I1SBli29 (JKAECAMH_00002)
6 5  TnsB_0_V-K (JKAECAMH_00003) 151182 family transposase ISSep1 (JKAECAMH_00045)
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IMGPR_plasmid_3300053491_030813: 1-9,662 (-); 37,340-40,816 (-)
30

O O HEaE—EDEETHED— 0 DL K= &0

I

IMGPR _plasmid_3300053491 021553:20,596-34,863 (-)

} 6000 nt {
defence (PADLOC) AMR (AMRFinderPlus)




