PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (OMPHADIB_00091)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (OMPHADIB_00090)
Putative peptide zinc metalloprotease protein YydH (OMPHADIB_00096)
ISL3 family transposase ISPpu12 (OMPHADIB_00089)
Chromosome partition protein Smc (OMPHADIB_OOO75) putative pebtide export ATP-binding protein Yydl (OMPHADIB_00094)

CAMP factor (VF0280) (OMPHADIB_00088) \ ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (OMPHADIB_00105)
capH (OMPHADIB_00082) putative peptide export permease protein YydJ (OMPHADIB_00093) Vitamin B12 import ATP-binding protein BtuD (OMPHADIB_00111)
capH (OMPHADIB_00083) | | GTP 3',8-cyclase (OMPHADIB_00097) 1S3 family transposase 15861 (OMPHADIB_00114)
77 79 84 Divalent metal cation transporter MntH (OMPHADIB_00092) 100 102 111
78] 80 838586 | | | 194] | 9798 99 T101[103 | 105106 107108109 | [ 112

- - — - —
IMGPR_plasmid_2548876903_.000001:72,551-103,239 (+)

PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NF010315.0) (MMLIADKN_00024)
MerA-TIGRFAMs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (MMLIADKN_00025)
Putative peptide zinc metalloprotease protein YydH (MMLIADKN_00019)
putative peptide export ATP-binding protein Yyd! (MMLIADKN_00021)
ISL3 family transposase ISPpu12 (MMLIADKN_00026)

CAMP factor (VF0280) (MMLIADKN_00027) | ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (MMLIADKN_00010)
capH (MMLIADKN_00033) \ putative peptide export permease protein YydJ (MMLIADKN_00022)
capH (MMLIADKN_00032) | Divalent metal'cation transporter MntH (MMLIADKN_00023) Vitamin B12 import ATP-binding protein BtuD (MMLIADKN_00004)
30 GTP 3',8-cyclase (MMLIADKN_00018) 11 1S3 family transposase 15861 (MMLIADKN_00001)
312928 | 20| T 1716 15 1413127 9 87 6 5 | 32
- —

- - —_—
IMGPR _plasmid_2698536587_000001: 116-30,804 (-)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (EHEBOCGE_00026)
MerA-TIGRFAMs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (EHEBOCGE_00027)
Putative peptide zinc metalloprotease protein YydH (EHEBOCGE_00021)
putative peptide export ATP-binding protein Yyd| (EHEBOCGE_00023)
1SL3 family transposase ISPpu12 (EHEBOCGE_00028)

CAMP factor (VF0280) (EHEBOCGE_OOOZ‘?) ‘ ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (EHEBOCGE_00012)
capH (EHEBOCGE_00035) \ putative peptide export permease protein YydJ (EHEBOCGE_00024) Vitamin B12 import ATP-binding protein BtuD (EHEBOCGE_00006)
capH (EHEBOCGE_00034) Divalent metal'cation transporter MntH (EHEBOCGE_00025) 1S3 famimnsposase 1S861 (EHEBOCGE_00002)
32 GTP 3'8-cyclase (EHEBOCGE_00020) 13 1S3 family transposase 15861 (EHEBOCGE_00003)
3373130 | l22| T 1918 17 1615147 1 109 8 7 |54 |1

- - —_—
IMGPR _plasmid 2737471911 000001: 64-31,759 (-)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NF010315.0) (NAMEPNLO_00090)
MerA-TIGRFAMs TIGRFAMSs: mercury(l1) reductase (TIGR02053.1) (NAMEPNLO_00089)
Putative peptide zinc metalloprotease protein YydH (NAMEPNLO_00095)
putative peptide export ATP-binding protein Yyd! (NAMEPNLO_00093)
putative peptide export permease protein YydJ (NAMEPNLO_00092)
1SL3 family transposase ISPpu12 (NAMEPNLO_00088) |

CAMP factor (VF0280) (NAMEPN LO_00087) ‘ NT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (NAMEPNLO_00105)
capH (NAMEPNLO_00081) Divalent metal'cation transporter MntH (NAMEPNLO_00091)
capH (NAﬁEPNL0,000SZ) GTP ‘3',8-‘cyc|a"5e (NAMEPNLO_00096) Vitamin B12 import ATP-binding protein BtuD (NAMEPNLO_00111)
83 97 100 102 111
828485 ‘ )3 96 [98 99 | 101] 103 105106 107108 109 | [ 112

- - — - —
IMGPR _plasmid_2737471948_000001: 67,837-97,949 (+)

PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NF010315.0) (MIDAGDCK_00095)
MerA-TIGRFAMs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (MIDAGDCK_00094)
Putative peptide zinc metalloprotease protein YydH (MIDAGDCK_00100)
putative peptide export ATP-binding protein Yyd! (MIDAGDCK_00098)
putative‘peptide export permease prgt'an Y\‘/dJ (MIDAGDCK_00097)
1SL3 family transposase ISPpu12 (MIDAGDCK_00093) ~ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (MIDAGDCK_00109)

CAMP factor (VF0280) (MIDAGDCK_00092) ‘ ‘ Putativ?fansposase InsK for insertion sequence element 1S150 (MIDAGDCK_00119)
capH (MIDAGDCK_00086) Divalent metal ‘cation transporter MntH (MIDAGDCK_00096) Vitamin B12 import ATP-binding protein BtuD (MTDAGDCK_OOMS)
capH (MIDAGDCK_00087) GTP 3'8-cyclase (MIDAGDCK_00101) 1S3 family transposase 15861 (MIDAGDCK_00118)

88 101 104 106 115

878990 98 702 103 | 105] 107 109110 111112 113 | | 116 119

- - — - —
IMGPR_plasmid_2737471974_000001: 73,196-104,887 (+)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (FBIJEBJI_00024)
MerA-TIGRFAMs TIGRFAMs: mercury(l1) reductase (TIGR02053.1) (FBIJEBJI_00025)
Putative peptide zinc metalloprotease protein YydH (FBIJEBJI_00019)
putative peptide export ATP-binding protein Yyd| (FBIJEBJI_00021)
1SL3 family transposase ISPpu12 (FBIJEBJI_00026) \
CAMP factor (VF0280) (FBIJEBJ I_00(527) ‘ ANT _6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (FBIJEBJI_00010)
capH (FBIJEBJI_00033) | putative peptide export permease protein YydJ (FBIJEBJI_00022)
capH (FBIJEBJI_00032) Divalent metal cation transporter MntH (FBIJEBJI_00023) Vitamin B12 import ATP-binding protein BtuD (FBIJEBJI_00004)

30 GTP 3'8-cyclase (FBIJEBJI_00018) 11 1S3 family transposase 15861 (FBIJEBJI_00001)

312928 | [20] T 1716 15 1413127 9 87 6 5 |32 T

- - — - —
IMGPR_plasmid_2529293181_000001: 111-30,924 (-)

PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (EGPHEEML_00092)
ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (EGPHEEML_00106)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (EGPHEEML_00091)
utativ:e peptide zinc metalloprotease protein YydH (EGPHEEML_00097)

putaﬁve peptide export ATP-binding prgt'an Yyd| (EGPHEEML_00095) Galactose-6-phosphate isomerase subunit LacA (EGPHEEML_00004)
ISL3 family transposase ISPpu12 (EGPHEEML_00090) Galactose-6-phosphate isomerase subunit LacB (EGPHEEML_00003)
CAMP factor (VF0280) (EGPHEEML_00089) \ PTS system galactitol-specific EIIC component (EGPHEEML_00006)
capH (EGPHEEML_00083) putativé peptide export permease protein YydJ (EGPHEEML_00094) Vitamin B12 import ATP-binding protein BtuD (EGPHEEML_OOllZ)
capH (EGPHEEML_00084) | | GTP 3',8-cyclase (EGPHEEML_00098) 1S3 family transposase 1S861 (EGPHEEML_00001)
85 Divalent metal cation transporter MntH (EGPHEEML_00093) 101 103 112
8418687 | | | | [95] | 9899 100 T 102] 104 106107 108109 110 | [ 113 2 5 7

- - — I
IMGPR _plasmid_2693429597_000002: 73,170-103,578 (+); 1-6,252 (+)
} 10000 nt {
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




