DarTG_DarG (NACJDPEJ_00001) 1 DNA topoisomerase 3 (NACJDPEJ_00015)
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IMGPR _plasmid_3300008486_000022: 572-19,305 (+)
1 23 45

IMGPR_plasmid_3300007204_000011: 250-14,940 (+) H Kj
Dipeptide transport system permease protein DppC (FFCBDLFL_00007)
Dipeptide transport system;e%ease protein DppB (FFCBDLFL_00008)
Carboxy-S-. adenosyl L-methionine synthase (FFCBDLFL_00010)
putative ABC transporter ATP-binding protein (FFCBDLFL_00006)
3- carboxy Cis,Cis- muconate cycloisomerase (FFCBDLFL_00012)
‘ ‘ 3- carboxy cis,cis-muconate cycloisomerase (FFCBDLFL_00014)

Periplasmic dipeptide transport proteln (FFCBDLFL 00009)
HitABC (VF0268) (FFCBDLFL_00002) ‘ Glutamate dehydrogenase (FFJBDLFL 00013)

1 | 3 4 5 | [ 112 | | 15 16 17 18 19 20
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IMGPR _plasmid_3300008575_000036: 432-32,085 (+)

Oligopeptide transport system permease protein OppC (LCLBGHIN_00009)
Dipeptide transport system %ease protein DppB (LCLBGHIN_00010)
Carboxy-S- adenosyl -L-methionine synthase (LCLBGHIN_00012)
putative ABC transporter ATP-binding protem (LCLBGHIN 00008)
3- carboxy cis,cis- muconate cycloisomerase (LCLBGHIN_00014)
‘ ‘ 3- carboxy cis,cis-muconate cycloisomerase (LCLBGHIN_00016)
Periplasmic dipeptide transport proteln (LCLBGHIN 00011)
HitABC (VF0268) (LCLBGHIN_00004) ‘ ‘ Glutamate dehydrogenase (LCLBGHIN_00015)

12 3 [ 5 6 7 | 13 | | 17 18 19 20 21 22 MTase_l_00002 Type (LCLBGHIN_00025)
K HDHKK K K K

\MGPpr\asm33000079687000023: 729-34,223 (+)
Oligopeptide transport system permease protein OppC (NCMKILBG_00060)
Dipeptide transport systemrmease protein DppB (NCMKILBG_00059)
Carboxy-S-édenosyI-L-methionine synthase (NCMKILBG_00057)
putative ABC transporterATP blﬁdlng protein (Na/IKILBG _00061)
3- carboxy cis,Cis- muconate cycloisomerase (NCMKILBG_00055)
3- carboxy cis,cis-muconate cycloisomerase (NCMKILBG_00053)
Periplasmic dipeptide transport proteln NCMkILBG _00058)
Glutamate dehydrogenase(NCMKILBG 00054)
58 57 | 52 | | 47 46 45 44 43 42
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IMGPR_plasmid_3300006498_000028:26,998-57,110 (-)
1 DS-5_DS-5B(CGNCFDCO_00002)

@K K K d

—
IMGPR_plasmid_3300008281_000008: 324-13,897 (+)
48 47

@@ LK X a

—
IMGPR_plasmid_7000000028_000010: 31,810-46,293 (-)

MTase_II_00002 Type (LJEMLONK_00048)
48 43 42

IMGPR_plasmid_330000863%_000013: 30,609-44,405 (-)
pb—m———10000nt——mmmm
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




