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Phosphatidylglycerol--prolipoprotein diacylglyceryl transferase (IJHOFILK_00001,
Inner membrane transport protein YbaT (IJHOFILK_00003)
Copper-transporting P-type ATPase (IJHOFILK_00002,
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Inner membrane transport protein YbaT (EBIBJGIN_00002)
Copper exporter (VF0849) (EBIBJGIN_00001)




