Putative transposon Tn552 DNA-invertase bin3 (ELBMCNAP_00052)
55
53 54 56 5758 59 60 61

IMGPR_plasmid_2667528107_000005: 37,821-42,336 (+)
i

IMGPR_plasmid_2639762928 000004: 10,749-15,264 (-)
52 IS5 family transposase ISAba10 (JBCNCIPK_00051)

IMGPR_plasmid_287530065%_000001: 34,032-39,579 (-)
28 24

IMGPR_plasmid_2531839465_000003: 14,018-18,681 (-)
69

IMGPR_plasmid_2548876759_000004: 44,843-49,383 (+)
59

IMGPR _plasmid_2908013384_000001: 38,634-43,150 (-)
50 46 43

IMGPR _plasmid 2724679141 000003:27,164-32,301 (-)
APH_3p_VI-NCBIFAM APH(3')-VI family aminoglycoside O-phosphotransferase (NFO33062.0) (IAIAJMCB_00076)
1S30 family transposase ISAba125 (IAIAJMCB_00071)
1S30 family transposase 1ISAba125 (IAIAJMCB_00075) 70
DM XD
X KK
IMGPR_plasmid_2896884958 000002:44,110-52,044 (-)

1S30 family transposase ISAba125 (HEGKOBBL_00065)
64

IMGPR _plasmid_2925559779_000003: 39,525-45,279 (-)
1S5 family transposase ISAba10 (ABNGFECO_00026)
1566 family transposase ISAba25 (ABNGFECO_00030)
21 | 27 3132

IMGPR_plasmid_2565956890_000003: 13,890-22,084 (+)
76 78 79

IMGPR_plasmid_2571042147_000001:49,923-53,691 (+)
28 27 26 1566 family transposase ISAba25 (ILGNEKPC_00025)

IMGPR_plasmid_2531839464_000006: 16,247-21,573 (-)

1S66 family transposase ISAba25 (JIFKKOMJ_00069)
70 71

IMGPR _plasmid_2565956887_000003:46,431-51,757 (+)
Specificity_|_00123 Type (CMJGDCBO_00070)
RM_ Type_|_REases_FAM_1.einsi_trimmed (CMJGDCBO_00072)
ISL3 family transposase ISSm4 (CMJGDCBO_00073) RM_ Type_l_MTases_FAM_3 (CMJGDCBO_00069)
77 | AbiD__AbiD (CMJGDCBO_00071) 68
70 0 S o (O o By O
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IMGPR plasmid 2851916157 _000002: 44,416-57,166 (-)

Specificity_|_00123 Type (POFGBIMN_00011)
RM_ Type_|_REases_FAM_1.einsi_trimmed (POFGBIMN_00009)
RM__Type_|_MTases_FAM_3 (POFGBIMN_00012)
ISL3 family transposase 1SSm4 (POFGBIMN_00008) AbiD__AbiD (POFGBIMN_OOOiO) 13
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IMGPR_plasmid_2860752208_000002: 1,840-14,590 (+)

APH_3p_VI-NCBIFAM APH(3')-VI family aminoglycoside O-phosphotransferase (NF033062.0) (PFBNPGIM_00073)
1S30 family transposase ISAba125 (PFENPGIM_OOO74)

Specificity_|_00123 Type (PFBNPGIM_00075)|

RM_ Type_|_REases_FAM_1.einsi_trimmed (PFBNPGIM_00077) 1S30 fémily transposase ISAba125 (PFBNPGIM_00072)

82 ISL3 family transposase ISSm4 (PFBNPGIM_00078] AbiD__AbiD (PFBNPGIM_00076) ‘ ‘

71
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IMGPR_plasmid_2880070937_000001:47,899-62,102 (-)
Coupling protein TraD (OCBOODEE_00009)
ATP-dependent RecD-like DNA helicase (OCBOODEE_00010) 8 76 5 4 3 2 1
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IMGPR _plasmid_2875288644_000001: 209-12,230 (-)
ATP-dependent RecD-like DNA helicase (PCMKOJDK_00062)
Coupling protein TraD (PCMKOJDK_00063)
61 64 656667 68 69 70

IMGPR_plasmid_2565957045_000003: 39,016-50,320 (+)

Multifunctional conjugation protein Tral (LHHHKJHJ_00057)
Coupling protein TraD (LHHHKJHJ_00058)
Multifunctional conjugation protein Tral (LHHHKJHJ_00056) 59 606162 63 64 65 66

IMGPR _plasmid_2565956978_000002: 37,977-49,999 (+)

Coupling protein TraD (AGDDADAO_00007)
ATP-dependent RecD-like DNA helicase (AGDDADA0,0000E) 6 543 2 1

IMGPR _plasmid_2565957042_000002: 123-10,848 (-)

Coupling protein TraD (OAABOBGE_00079)
ATP-dependent RecD-like DNA helicase (OAABOBGE_00078) 80 818283 84 85 86 87 88

IMGPR _plasmid_2582580788_000002: 50,702-64,754 (+)
Multifunctional conjugation protein Tral (ANPOJLLN_00018)
Coupling protein TraD (ANPOJLLN_00016)
17 15 141312 11 10 9 8 7
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IMGPR_plasmid_2565957039_000003: 633-15,616 (-)
1S66 family transposase ISAba25 (BPADENJC_00001)
ATP-dependent RecD-like DNA helicase (BPADENJC_00002)

K |

1S66 family transposase ISAba25 (MCIFPDOF_00001)
ATP-dependent RecD-like DNA helicase (MCIFPDOF_00002)

X0

1S66 family transposase ISAba25 (NGHLABGD_00087)
ATP-dependent RecD-like DNA helicase (NGHLABGD_00086)

IMGPR_plasmid_2588253953_000001: 55,441-62,104 (+)

ATP-dependent RecD-like DNA helicase (MAIKFFAE_00002)
3 \ 1566 family transposase ISAba16 (MAIKFFAE_00001)

IMGPR_plasmid_2588253955_000005: 55-7.450 (-)

IMGPR_plasmid_2588253958_000006: 2-6,263 (-)

IMGPR_plasmid_2565957108_000003: 107-6,204 (-)
1S66 family transposase ISAba16 (DLLFEJGL_00079)
ATP-dependent RecD-like DNA helicase (DLLFEJGL_00078)

IMGPR _plasmid_2565957107_000001: 50,689-56,788 (+)
Multifunctional conjugation protein Tral (FMCNIIGP_00070)
ATP-dependent RecD-like DNA helicase (FMCNIIGP_00069)
71

IMGPR_plasmid_2565957060_000003: 45,626-53,372 (+)
1

IMGPR _plasmid_2565957037_000003:451-3,073 (-)
Multifunctional conjugation protein Tral (OEFNKPED_00069)

IMGPR _plasmid_2565957064_000002:45,023-49,136 (+)
Coupling protein TraD (CHAJEDJH_00091)

89 90 91
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ATP-dependent RecD-like DNA helicase (CHAJEDJH_00090) 92 93 1530 family transposase ISAba125 (CHAJEDJH_00094)

IMGPR_plasmid_2565956918_000001:57,931-67,828 (+)

Coupling protein TraD (LKOKKGHP_00082)

ATP-dependent RecD-like DNA helicase (LKOKKGHP_00080) 81 83 84  1S30 family transposase ISAba125 (LKOKKGHP_00085)

IMGPR _plasmid_2576861357_000002: 50,814-60,630 (+)
Coupling protein TraD (IPAIBJAN_00087)

ATP-dependent RecD-like DNA helicase (IPAIBJAN_00086) 88 89 1S30 family transposase ISAba125 (IPAIBJAN_00090)

IMGPR_plasmid_2565956889_000002: 55,441-65,371 (+)

blaOXA-58_like-NCBIFAM OXA-58 family carbapenem-hydrolyzing class D beta-lactamase (NFO00500.2) (PHABODGM_00058)
1S4 family transposase ISAbal (PHABODGM_00062)
154 family transposase ISAba33 (FHABODGM_00061)
1S4 family transposase ISAba33 (PHABODGM_00057)
1S4 family transposase ISAbal (PﬁABODCM_OOOSé) Bicarbonate transporter BicA (PHABODGM_00063)
54 55 T | 59 60 | | 64 65 66

TnsC_0_V-K (PHABODGM_00069)

TnsB_0_V-K (PHABODGM_00070)

=A0 !
IMGPR_plasmid_2687453347_000002: 36,997-56,632 (+)
blaOXA-58_like-NCBIFAM OXA-58 family carbapenem-hydrolyzing class D beta-lactamase (NFO00500.2) (IDPLMILJ_00074)
1S4 family transposase ISAba1 (IDPLMILJ_00070)
1S4 family transposase ISAba1 (IDPLMILJ_00076)

1S4 family transposase ISAba33 (IDPLMILJ_00071)
1S4 family transposase ISAba33 (IDPLMILJ_00075) Bicarbonatet‘ransporter BicA (IDPLMILJ_00069)
78 77 | | 73 72| | 68 67 66

71

67 68 \
I
TnsC_0_V-K (IDPLMILJ_00063)
nsB_0_V-K (IDPLMILJ_00062)
65 64 |

N

IMGPR _plasmid_2875312104_000003: 38,627-58,256 (-)
[ 7000 nt i
defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)

61

72

60



